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5.3. SUBJECT INDEX

The reader is advised 10 familiatize himnself with the convention used in order to extract the maximum
information fromn the Subject Index. A natation has been adopted which conveys condensed information at 2
glance; the position of a radiofsotope or radiation, and the symbels (/) and {,) have a special significance.

When the radie{soropes or radiations represent the cause, they precede the phenomenon reported; when
used as a ool for analysing existing conditions, they follow the phenomenon studied. Combinations of com-
patisons of different experimental factors are indicated by linking them by the symbol {/) or(,), tespectively.

The system Is illustrated below, with examples drawn from the Bibliography itself,

Radioizotope Radiatlon
#p: growth and development: 25 y: ovary: 1335
(effects of ¥P on growth 2nd development) {effects of y-irradiation on organ smdied)
¥: behaviour {avoidance reaction): 1466

{"avoidance reaction® caused by y-irradiation)

x/0: life span: 1454
t=/... = additional experimental factor
{ntroduced before, during or after original
treatment, in this case x-irradiation)

¥, chernosterilant: steriliry: 1288
{=+ ... = compatison batween effects of

different treatments)
Calligypona pellucida, migration, 2p: 504 Sitotroga cetealella (2, p), development in
(migration i3 traced [not affected) corn kernels, x : 1705-6

32
by ) {development traced [not affected] by

carbohydrate bfogynthesis, *H: 147 x-1ays)

{biosynthests is traced by *H)

Differential irradiation of the sexes, with or without mating, is Indicated as in the following example:

xr ¥ x-irradiation of female, stage not specifiad
Q= irradiation of female, followed by mating
o= irradfation of male, followed by mating
Ly irradiatien of inseminated female
2.9 irradiation of both sexes
= imadiation of both sexes, followed by mating
[ irradiation of female pupa

Life stages or tissues relevant to = pardcular animal study are indicated in brackets, whenever posstble,
A Glossary of the abbreviations used is given on page XV.  The following symbols have 2lto been used:

v Roman numbers {n connection with genetic effects indicate *chromosome, number IV*,

QQ.2  After scientific name of fasect: systematic code, referring to appropriate position in
Table 1.

[Pa.2] After chemical compound; insecticide code, referring ro appropriate position in Table 2.

Usually, entries under any one heading in the Subjeet Index are listed alphabetically. Where the
entries are particularly numercus, however, they tend to be listed alphabetically in groups: according to
insects ~ animals other than insects — plants — and miseellaneous.
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[o - particies]

o-particles
insects, effects on: 1540
Drosophila melanogaster, chromosome aber-
rations; 1021
sex-linked recessive
lethalss 10321
-, x¢ Drosophila melanogaster, chromosome
aberrations;
1021
sex-linked re-
cessive lethalss
_ 1021
Acantholyda nemoralis (Thoms,) - Ww.19
{sawfly]
amine acids (haemelymph),*C: 135
phospholipid chaline, origin of, Yeor 4w
ethanolamine, origin of,
HUer 409
formate incorporation in,
Mo 409
serine Incorporation in,
¥ 09
Acanthomyops claviger Rogers - W.14
{smaller yellow ant]
monoterpene synthesls, “e: oa7e
Acanthoscelides obtectus (Say) - V.7
[bean weevill )
y+ stage susceptibilitys 1344, 1684
Acars siro Linnasus - Ac,1
[grain mite]
radiation: bebaviour {competitiveness, o }; 1463
y: development: 1339
stage susceptibilitys 1338, 1877
Aceratagallia sanguinelenta (Provancher) - 0,8
[ clover leathapper)
food chain, *P1 558
traphic transfer index, ?p: 556
acetate-*H
fatty acid biosynthesis, Drosophila melanogaster:
379
metabolism, Drosophila melano-
gasters 378
puffing, Chironomus tentans: 450
Drosophils buskil: 450
acetate-"'CC
Acanthomyops claviger, monoterpene synthesis:
aTe
Calpodes ethlivs, endocuticle deposition: 419
Musca domestica, incorporation in: 8yl
2-imidazolidinone: incor-
paration: 891
Pieris brassicae: 224
acetate-1-1'C
Anthenomus grandis ([, a), lipid biosynthesis in:
1137, 1138
Aviecularig avicularia, incorporation ing 404
Coleomegilla maculata, amino actd require-
ments: 114

G688

[actinernycin]

Drosophila melanogaster, fatty acid metabolism:
378
Leucophaea maderse, lipid utilizations 107
metabolism (isolated
abdomen): 448
Locusta migratoria, fat synthesisz 403
Periplaneta americana { abdominal nerve card)
372
Sarcophaga bullata {f }{fat body), neutral lipid
metabolismy 398
acetate-2-1'C
Anthonomus grandis (2, a), lipld biosynthesis in:
1137
n-decyl 1-"¢-acetate
Calliphora erythrocephata (£); 32
acetyleholine
Musca domestica (brain), metabolism, signifi-
cance, C: 463
acetylcholine- ¢
blood cholinesterase, estimation; o589
acetylcholinesterase
Sevin, substrate and dilution effects on fnhibi-
tion by, Mo, 348
ace.tyl-“C dopamine
Diptera, sclerotization iny 182
acetyl dopamine-a-'*C
Diptera, sclerstization fn: 182
acetyl tyramine-“c
Diptera, sclerotization in; 182
Acheta domesticus (Linnaeus) - H.4
[ (European) brown cricket; house cricket]
DNA synthesis (oocyte}, "Hr 283
gonads, "H: 431
RN A synthesis {cocyte), o as83
gonads, 3H: 431
microbe infection; chramosome aberrations,
"nr 588

*cs: 543

predator-prey system,
e  gistribution: 515
turnovers 516
ED1‘.3(:1-.lurm:wel': 516
fallout: stage sensitivityr 1334
%0y~ distribution: 536
elimination: 5135
turnover; 518
B¢+ stage sensitivity: 1334
¥+ stage sensitivity: 1324
radiation profiler 1324
Aciliug suleatus Linnaeus - V.21
DNA, cogenesis {oocyte chromosomes,
nucleoli), “Hr 418
RNA, cogenssis (cocyte chromosomes,
nucleoli), “Hr 418
Acrididae - H,1
sterile-male technique: 1534
actinormycin
fibroin synthesls, Bombyx mori {f ) posterior
silk glandy, Mcy 221



BFH-actinemycin]

3I-I-elr:tinom).rr:in
Chironemus, giant chromesome labellings 263
Rhynchosciara, giant chromosome labelling: 263
actinomycin
RNA {puffs), Drosophila buskii, *H: 334
actinemycin 1
ONA detection, Drosophilz melznogaster (£ 3)
(salivary gland), "1y 247
synthesis, Bombyx mori (silk gIand).“H: 329
NA melabolism, Tenebrio molitor (m), *H; 288
RNA, Blatella gemanica, "Hy 354
Bombyx mori (silk gland), *H: 324
Drosophila, *H:  35¢
Drosophila buskif ¢puffs), r o334
Drosaphila hydei (salivary gland}, ‘e 237
prasshopper (neuroblast), H: 9w
protein aynthesis, Tenebric molitor {m), *H: 288
- x: Drosophila, spermatogenesis; 450, 1235
-/ Drogophila melanogaster, mutagenic
effectss 1211
‘qH-acTinomyciu D
DNA detection, Drosophila melanogaster (€ 3)
(salivary gland)s 247
adenine- "¢
Chrysopa perla {oocyte), incorperation intog 280
Dyrosophila melanogasters  1ao
sepiapterine synthesis:
132
Gryllus bimacuiatus {e}r 265
adenosine-''C
Drosophila melanogaster: 154
adenasine-11-"¢
Colias enrytheme, pteridine biosynthesis: 234
adencsine diphosphate-'1¢
AMusca domestica (mitochondria), respiration:
415
Aedes - X,11
radioecelogy, pond (Colorado range)s 529
Acdes aegypti {Linnaessy - X,11
{yellow fever mosquito |
er-alaning, metabolism {ageing 7}, Hoo 226
aldrin, metabolism of, " Cy 646
-aspartic acid, metabolism (ageing %), "C: 226
chlordane, metabolism of, YC; 646
chloride, Rux ((), ¥l 82
uptake mechanism (£3, ¥Cl; B2
DDT, metabolism of, C: 646
dieidrin, melabolism of, i 646
subeellular compenents (R- and 5-3,
interaction with, "C; 636
dieldrin-R«, aldrin metabolism in: 588
dihydroheptachlor, metabolism of, “C: 646
fe) location, ¥p; 11
predation, #py 11
endrin, metabolism of, Yoo o646
heptachlor, metabolism of, " C: 648
hind-gut, somatic reduction, Ry
DNA turnover, “Hr 422

[Aeschoa cyanera]

labetting, ¥p: 1791
®sr: 1791
nicotine, metabolism, *Hr 263
taxicity, *Hr 883
phospholipids: 337
R-strain, characteristics {reproductive, immunc-
logicaly: 1157
sodium flux (£), ¥Nas 82
telodrin, metabolism of, *C: 446
*p:  light response {2): 37
y ¢ blood meal retentions 1249, 1202
cytogenetic effects: 980
development: 990
hybrid lines: 1181
mating behaviour: 1472
R-{e}, viability: 1188
resistance; 1167
retention of blood meal:s 1249, 1282
sterility; 1472
{ ) muliations — slruciural modifications 1111
Y. chemosterilants: retention of blood meals
1249, 1292
X1 cytogenetic effectss 428
growth rate {F}: 1434
longevity: 1486
stage suscephibility fe, {1, p, a): 1488
(e)susceplibility tindifferent strains)s 1343
viability (e): 1486
radiation: chromosome aberrationss 1000
sex-linked recesive lethals; 983
sterility: 463
stage suscephibility: u83, 1333
radiation, chemaosterilantst sex-linked recessive
lethalsr 462
sterilitys 983
SMT, prospectss 963
Aedes cataphylla (Dyar) - X.11
DNA synthesis ([4), "1; 318
karyotype ((4), "H; 318
Aedes communis - X,11
predators of, "% 5435
Aedes dorsalis (MMelgen) - X, 11
DNA synthesis (04), %t 313
karyotype (£ 4), ;318
Aedes nigromacnlis - X, 11
parathion resislance in R~ and 5- strains, “py
T34
Aedes stimutans - X, 11
predators of, ¥r: 545
Aedes taenforthynchus { Wiedemann) - X, 11
[black satt -marsh mosquite]
labelling, ¥p; 1791
Aedes trichurus - X, 11
predators of, My 545
Avdes vexans - X,11
%p, fate during fm), mating and oviposition: T3
Aeschna cyanera (MlLY - FU1
haemolymph circulation (wing), *5: 435

BHg



[Aeschna grandis ]

Aeschna grandis Linnasus - F.1
[dragonfly)
haemolymph circulation (wing), ¥s1 435
*Ru, accumulation (¢ B2
355. accurnuiation (¢ ) 62
seschna viridis Eversmt. - F.1
haemolymph circulation (wing), *6: 435
AET
-/x¢ Drosophila (c'), crossover; 1203
Drasophila melancgaster {Jf), crossover:
1204
age
-{ gt Drosophila melanogaster, life span: 1405
somatic eross-

overs 1039
-/{x, uv):s Tribolium confusum, lethal effects
fp): 1345
malformaticons
fay: 1345
Agelena consociata Denis - Ar,l
food transmission, *p; 481
aging
x: Drosophila melanogasters 1405
agmatine-H

micotine, biosynthesiss 86%
agricultural crops
diazinon, residues of, 355: 70
Agrotis orthogonia Marr, - .29
[ pale western cutworm]
amino acid requitements, *C: 1795
Agrotis segefum - U, 29
[ cutworm]
y3 tf,p) development: 1412
sterility: 1412
air
-/%: Drosophila, sex-linked recessive lathalss
1282
stage susceptibility
{dparmatozoa); 90
Drosophila melancgaster, chromosome
aberrations:
1228
lethal effects
(emb): 1395
sex-linked
lethals: 122¢
ipermatogene-
siss 1229
stage suscepti-
bility {emb):
1395
SUppressor-srupt
systern: 1253
tumour inci-
dence: 1174
-{¥1 Musca domestica (p). eclosion: 1233
alanine
Acantholyda nemoralis, ey 135

650

[{2-14C) allantoin]

alanine-*H
Tegeneria derhamii {silk gland), new cyto-
plasmic com-
ponent: 230
silke 230
atanine-"'C
Boimnbyx mori {p){non=-cellular systern): 178
rx-alaniue-MC
Aedes aegypti, metabolism in: 226
g-alanine-"'C
Drosophila melanogaster (p, a), deposition in:
183
{1-'*Cy B-alanine
Tenebrio molitor (p}, metabolism in: 144
DL-alanine-"C
Bombyx mori, fibroin, incorporation into;s 117
DL~alanine-1-14%C
Leucophaea madeirae (fat body), protein syu-
thesis; 235
L-alanine-U-"'C
Phormia regina, protein synthesfst 142
albumin-1431
Chironomus tentans {salivary gland}, proteins in
secretion: 181
aldrin-"1C [c.sl
analysisz 1791
ozonation reacton ont 612
purification of extractsy 1791
Aedes aegypt, metabolism in: 646
metabolism in dieldrin-R-: 585
Anopheles quadrimaculatus, metabolism in
dietdrin-R-1 585
Aspergillus miger, metabolism in; 648
clays, absorption by: 661
mouse, metabolisim in: 648
Penicillium notaturm, metabolism in: 644§
rebbit, metabolism, distribution and elimina-
tion from: 645
metabolites iny 648
rat, metabolfsm in: 648
metabolism, distribotion and elimination
froms 845, 847
soils, absorption by: 891
alfalfa
4-benzothienyl-N-methylearbamate,
metabolism ofy 531
alfalfa caterpillar; see Colfas eurytheme
alfalfa weevil: see Hypera postica
aliphatic alcohols
Periplaneta americana (ahdominal nerve cord),
*n, Mo aTa
alkylating agents
insects, mechanisms of action, Rev,, r,i.: 538
-, ¥t Drosophila melanogaster {spermatozoa):
1875
(2-1*C) allantoin
Periplaneta americana, uric acid metabolism in:
537



[aHarectomy]

allatectomy
Periplaneta americana, amino acid incorpora-
tion {fat body), “H: 349
protein content (tissues),
YH: 349
protein synthesiz during
ovarian development,
"W 229, 349
RNA content {tissues),
*H: 949
oric acid eontent
(tissues): 340
allethrin-"¢
850
Musca domestica, in vitro and in vivo
inetabalizm:
dl-¢ls-trans- allethrin-2- "¢ [E.3]
Musca domestica, metabollsm in: 849
Alphitobius diaperinus (Panzer) - V.48
[lesser mealworm]
¥ & lethal effects {2, a):
Altica marvegans - V.13
[leaf beetle; flea beetle]
food chain, ¥p: 558
trophic transfer Index, #p: 556
amblyomma americanum (Linnaeus) « Ac.8
[Cayenne tick; lone star tick]
dispersal, ®ra: 508
ecology, ¢, ®p, " Ce: 568
labelling, ¥p; 1791
®re: 508, 1781
immature forms, *H, “c, ¥p,*sr,

Wy, Mcer 568

[B.2]

852

1438

migration, Fer 503
¥: engorgement: 1297
reproductive potential:
Amertean dog tick:
amino acid
insects, metabolism in, r.i.z 131
Rhynchosclara angelae, *H: 312
amino acid-activating enzyme
Sarcophaga bullata, *pr 113
amino acid pool
Periplaneta ameticana (CNS), r.i.:
amino acid requirements
Agtotis orthogonia, " C: 175
Argyrotaenia velutinana, Yer oi2
Apis mellifera, ¥G: 188
Blattella germanica, *C: 175
Cephus cinetus, ¢: 175
Coleomegilla maculata, *C: 114
Ctenicers destructor, '*C: 175
Hypoderma bovis, ¢y 175
Myzus persicae, ;175
Neodiprion pratti, *G: 175
Periplaneta americana, Y,
Phormia regina, C: 175
Tetranychus urticae, Mer 213

1297
see Dermacentor variabilis

207

175

[2-amino-4-hydroxy-8-hydioxymethylpteridine-10-14C]

amino acids
Bombyx mor, incorporation into fibroin, ¢,
P 117
Chrysopa perla (oocyte), Incorporation into,
“e: 280
Drosophila {p), protelns (ribosotnes), Mc: 146
Drosophila hydei (giant chromosomes), *Hy 994
Heteroptera, sallvary secretions of, *C: 192
Lucilia (Fhaentcia) cuprina. activation in, 1 C:
iez
oogenesfs, Locusta migratoria, *He ¢17
Musca domestica, *Hr 417
Sarcopltaga bullata (£, p){fat body),®ps 113
amimo acids-"H
Calpades ethlins (€ Xfat body), protein granules:
141
Drasophila (£ )(giant chromosores), puffss 200
Periplaneta americana, incorporation inte
haemolypmh proteins:
229
protein metabolism, cogenesis, Acilius sulcatns:
413
Dytiscos mar-
ginalis: 418
Gryllus domest-
icus: 418

Musca domest-
jcar 218
Ptetostychus
niger: 418
amizne. acids-"'C
Bombyx mori { pXnon-cellular system}, incorpo-
ration into proteines
178, 179
‘Chironomus tentans (salivary glands), proteins
in secretion: 181
Drosophila melanogaster {p, a): 165
{cell-free), protein
synthesisz 150
Glossina, flight metabolism: 124
Peridroma saucia (¥ }, nuclear polyhedrosis
virng: 462
sclerotin (cuticle)r 182
y-amino butyric acid-1-"'C: 615
amineimidazalecarboxamide-4-'*C
Pieris brassicae, catechol amines, biosynthesisy
218
leucopterin biosynthests {p): 223
c-aminoisobutyrate-14C
cyanide: rat(brain), transport int §27
2-amino-¢-hydroxy-6-(D-erythro-1', 2' 3'-trihydroxy~
propylipteridine-"*C
Drosophila melanogaster, pteridine biosynthesis
in 227
2-]imino-4-hydroxy-6-hydmx)rmethylpteridine-lo-
[
Drosophila melanogaster, synthesis:
metabolismt

188
188

* 691



(2-amino-4=hydroxypteridine~2-41C ]

2-amine-4-hydroxypteridine-2-'"¢
Pleris brassicae, incorporation fnto fsuxantho-
pterins 223
2-amino-4-hydroxypteridine-10-"*C
Draeophila melanogaster, synthesis; 188
metabolism: 198
2-aminc-4-hydroxypteridine(teduced)-"c
Diotophila melanogaster, pteridine biosynthesis
in: 227
ammeonium cations, quatemar)r-xH»
Tuberelachnus salignus (ganglia}, permeability

oft 24
ammaonium salts, quaternary

Periplaneta americana {abdominal nerve cord),
'nu: a1
Amphimallon majalis (Razoumowsky) - V.41
L Eutopean chaferl
¥ & development (£33t 1365
tethal effects (e, £, a)1 1385
reproductive poteniial: 13€5
stage susceptibility: 1265
sterility: 1578
Amphimallon solstitalis » V.41
flight musele, contractile mechanism, *Cas

. 58
Anagasta kithniella (Zellery - U_38

[ Mediterranean flour moth]
x ¢ parasitized (£} 1297, 1298
v stage susceptibility: 1344
Anastrepha ludens (loew} - X.33
[Mexican fruit fly]
SMT, California- Arizona-Mexice border: 1663
progress: 1539
¥ sterility: 1603
Anax imperator Leach - F.1
haemolymph circulation (wing), “°5: 425
Angoumois grain moth:  ser Sitotroga cerealella
Anisomorpha buprestoides - H.7
[stick insect]
cyclopentaneid terpene biosynthesis, “c: 388
Anopheles maculipennis atroparvus - X, 11
X : {[4)lethal effects: 1364
reproductive potential fay: 1364
Anopheles pharoensis Theobald - X,11
labelling ¢£3), ®p: 1811
y ¢ fe, p) dominant lethals: 1610
fitness: 1381
lougevitys 1583
{p} mating behaviour faj, i P 1611
compelitiveness fa, )3 1612
frequency (a, 73, Pz 1811
spermt activity: 1583
AMT, TAR: 1593
SAIT 13 1583-3, 161012
EWT, progress, Middle Fast: 1add
UAR: 1800
Anopheles quadrimaculatus r8ay) - X.11
Leommaon malaria mosquito]
dieldrin-R~, aldrin metaboliém in: 385
« + morphological markess 1048

4z L]

{Anthonomus grandis]

Anopheles stephensi mysorensis Sweet and Rao
- Xi
flight range, *F: 501-2
gonotrophic cyele, 28 5b1-2
labelling (£4), ®P; 501-2
*py longevity: 501
ant, California barvest: see Pogonomyrmex

californfeus
carpenter;  see Camponotus

pyramid: see Dorymyrmex pyramicus
smaller yellows see Acanthomyops claviger
thief: see Solenopsis molesta
ants - W,14
cuticular excretion, ®p. 1791
radioactivity detectorss 520
trophallaxts, ¥p; 1761
¥ : behaviour {avoidance reaction}: 1468
Antheraea eucalypti Seotl - 10,43
sucrose utilization, B oo
trehalase utilization, "C: 90
Antheraea pemyi - U,43
[lapanese cak moth; oak silkworm]
1.i.-labelled compounds, incorporation in: 204
thyriidine kinase, Her 12
Antheraga polyphemus (Cramer) - U, 43
[ polyphenus moth]
hormones: RENA {post-emb), dH: 244
injury: RNA (post-emb), 'H: 244
RNA (post-emb), "Hy 244
Anthonomus grandis Boheman - V.19
[batl weevil]
azodrin, metabolism of, C, *p: 700
carbaryl, metabolism (a), “C: BUY
absorption and metabolism, *C: 818
fatty acid synthesis, Mo 1138
metabolic conversion, FC: 1138
lipid biosynthesis, MC: 1138; (4, ), *cr 1187
phosphamidon, metabolism of, ¢, ¥p: 702
spermatogenesis, time sequence, 3H: 443
SMT, mating behaviour: 1574
population dynamics: 1579
proposals fors 1553
ratios { ¢y 1579
steroids, storage (a), Yo oan
excretion (a), “C: 371
lepa, absorption of, Hewoosgl
metabolism of, ¥C: 881
turnover, 4C: 882
tepar gonads, 'C: 882
reproductive potential, Yo gs2
Temik, metabolism of, "'C, *ss #8086, 813, 814
uric acid in N-metabolism, "G 414
1 lethal effects (£ ,p,ak 1439
sterility: 1286, 1438
-, apholater sterility: 1268
-, bisulfan: sterility: 1268
-, chemosterilants:  sterility: 1268
1 : longevity fa); 1141
reproductive potentialy 1341
sterility: 1141



{Anthonomus grandis ]

radiations midgut: 1331

testiss 1331
anthracene-’H
Drosophila hydei (salivary gland), localization
in; 45l
antimetabolites

insects, mechanisms of gction, Rev,, r.i.: 838
aphid, bean; seze Aphis fabae
green peach: see Myzus persicae
willow: see Tuberclachnus salignus
Aphidina ovipara - QQ.2
tadiation: behaviour: 1463
aphids - Q.2
food optake through artificial membranes, ®p;
1791
haneydew, translocation in sieve tubes, “Cy 452
host relationship, trophic, Yo am
Aphis fabae Scopoli - QQ.2
[bean aphid]
feeding punctures, histology and function of,
%py 478
food selection, ¥p: 474
transmission (mother+larvae), %p; 213
incorporation and excretions 623
saliva, role in feeding, ®Rp: 482
transpiration, "H: 454
virus transmission, r,i.1 560
apholate [R.1]
-k = Anthonmomus grandis, sterilization: 1268
= ¥ Drosophila melanogaster, sterlization:
1813
Musca domestica (e}, nucleotde ratios, Yesaay
Apionsp, - V.19
[snout beetle}
food chain, ¥p: 556
trophic transfer index, “P: 556
Apls mellifera Linnaeus = w,3

13[1'

[honey-bee]
*n: oo
activity (feeding, foraging), “F, "%aur 554

different streine, 2p, '*%u: 550,551,

S04

amino actd requirements, ¢ 188

biapterin metabolism (workers, queens), *C:
209

dispersal, ¥p, au: 550, 551, 554

9-ketodec-2-enoic acid, metabolism of, ¢z
410

2P0} In muscle fibril: 69

pollination, ©p, "au: 550, 551, 554

tespiratory metabolism (flight muscie), ¥p; 444

oyal jelly: development (£}, “¢: 188

sugar utilization, *C: 188

venomy X: mouse, resistance: 69

Apis mellifica - W.3
[honey beel
brood chamber: worket trophallaxis, ***aus 492
carbohydrate synthesis, oogenesis, *Hr 146-7

[argen]

food transmission in colony, Zp; 448
labelling, **Au: 492
p; 518
®p, extemal contamination: 518, 519
pollination: 1334
protein synthesis, cogenesis, *Hr 148, a70
8 : stage susceptibility: 1324
y: life span: 1334
stage susceptibility: 1334
0 stage susceptibility; 1334
radiation: behaviour; 1482
Apls mellifica carvica Pollm., - Ww.3
(honey bee]
% (£)1 spermatogenesiss 1204
Apis mellifica mellifica L. - w.3
[honey bee]
x ({4): spermatogenesis: 1284
apitanin, myal jelly-
radiation protections 1724
apples
butonate, metaboliam of, p, 715
residues of, 3QP: 715
Cidial residues in, “P: 896
Rogor, metabolism and residues af, ®p: 769
trichlarphon, metaholism of, 32F‘: 115
apricot
pesticide residues, *S: 634
Rogor, metabalism and residues of, #P: 769
Arge pagana Pagz. - W.4
®sy, 191, 19Cs, distetbution in (23 53
Asgia translata - F.8
¥i (n) emergence {a) 1394
arginine
insects, metabolism in, “C: 125
-/yt Drosophila, mutagenesis (spermatids):
1177
Drogophila melanogaster, spermato-
genesiss 1173
arginine-al—l
Drosophila hydei {giant chromosornes): 116
Sciara coprophila (% }szlivary gland), nucleo-
protein: 231
arginine-'C
nicotine, biesynthesiss 9684
C-L-arginine
Samia cynthia {p). incerporation in tryptic
peptides; 128
L-arginine, guanidino-'"C: 615
argon
-fx ¢ Drosophila melanogaster, dominant
lethals: 1191
genetic effects:
1140
sex-linked
recessive
lethals: 1191
franglocations:
1191
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[Azgyrotaenia velutinana]

Argyrotaenia velutinana {Walker) - U.49
[red-banded leaf roller]
amiina acid requirements, "o 2
Arizona desert beetle: see Eleodes longicollis
arprocarb- C [X.3]
Culex pipiens quinquefasciatus, resistance of
375
Arrenurus papillator (O, F, Miill,) - Ac,2/3
dragonfly parasite (wing): 432
Arthobacter oxidans
nicotine metabolism in, '*C: 855
arthropod
food chain, *Co dfstribution in: 507
%Ry distribution in: 507
1y distribution ine 507
food chalns in salt-mash ecosystem, %p:; 525,
526
food web, broomsedge field, ®zn: 875
predation, Wi 5ag
arthropods
Bcs, 1%Ru, sr, ®Go, mineral cycling
{forestyr 514
elements, assimilation ofr 80
environmental radiation effects on: 511
forest-, food chaing in, a"Na, 12[(. ”"Cs, oy
533
labelling of smali«, r,i,: 534
neurochemistry of; text book; i,z 461
recalonization of {y ) soll by small- : 512
ving vector: 1714
Asiatic rice borer: see Chile suppressalis
aspartate-1C
Celerio euphorbia, pyrimidine synthesis: 202
aspartate-3-%C
nicotine biosynthesis: 858, 858
aspartic aeid-c
835
Aedes aegypti, metabolism in: 225
aspartic-1-*C acid
Apls mellifera, metabolism in: 188
DL-aspartic acid-2-""C: 615
Aspergillus niger
aldrin, metabolism of, " C: 548
chlordane, metabolizm of, “C: 646
dieldrin, metabolism of, *C; 846
dihydoheptachlor, metabolism of, 'C: 646
endrin, metabalism of, "*C: 648
heptachlor, metabolism of, **C: 646
telodrin, metabolism of, YC: 646
Asynarchus sp. - V,21
mosquito predation, s!P: 545
atmosphere
n~flux: chlorinated hydrocarbons, contamina-
tion by, *Cl1: 685
ATP(=adenosine triphosphate)
-/x; Drosophila melanogaster (¢}, chromosome
logss 1205,
1207
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[Azodrin, N=methyl-1C ]

~/%: Drosophila melanogaster (o), chvomasome
aberrationss
1208
-/%/N : Drosophila melanogaster (o3, chromo-
some aberrations: 1208
ATP-H
Drosophila, DNA polymerase activity: 318
ATE-"p
oxidative phosphorylation, (flight musele),
Musca domestica: 489
Phormis regina: 459
intermediate in,
blowfly (mito-
chondria): 480
dATP = deaxyribonucleoside triphosphate
YH{AATPY
Dresophila, DNA polymerase activity: 317
Attagenus piceus (Olivier} - V,20¢
[black carpet beetle]
v development: 1330
lethal effectss 1390
reproductive patential: 1390

aureamyein
¥/ -t Habrobracoen {9), reproductive potential
1304
Augtralia

itradiators, ¥, various types: 1690
SMT, Dacus tryonts 1587
Perkinsizlla saccharicida, prespects: 1144
Austria
SMT trials, Ceratltis capitata; 1594
sutoradiography
Bombyx mori (silk gland), RNA, electron micro-
scopy, ‘He 238
Avicularia avicularia - Ar, 1/2
cholesterol, absence of synthesis, I"C: 408
fatty acids, synthesis, Mo g08
lipids (non-saponifiable), synthesis of, " Cr 408
§-azauridine-*C
Musca dorestica, DNA synthesis (ovary), s
437
RMA synthesis (ovary), * Hz
437
ovary (development): 437
azirldiny1-"'C compounds
chromogome aberrations; 2883
aziridinyl-ﬁp compounds
chromoseme aberrations; 833
Azodrin-p fra.4]
Anthonomus grandis {a), metabolism in: 700
Heliothis virescens (£ 5), metabolism fn: 700
Heliothis zea (§ 5}, metabolism iny 700
Musca domestica (a), metabolism in: 700
Fzriplaneta amerfcana (3), metabolism iny 700
rat, metabolism ing  T00
cotton plant, metabolism in: 751
Azodrin, N-methyl-"'C-labelled
Anthonemus grandis (a), metabolism iny 700



[Azodrin, ﬂ-methyl-“c]

Heliothis virescens (£ 5), metabolism in; 700
Heliothis zea {# 5}, metabolism in: 700
Musca domestica (a), metabolfsm in: 700
Periplaneta americana (&), metabolism inr 700
rat, metabolism iny 700

B

Bacillus cerens
¥: growth rater 1711
Bacillus thuringiensis Berliner
labelling, Py 538, 541
Pieris brassicae (£ 3), exvdates of germinating
spoTes, ®p.  B4p
x/=- ¢ Tribolium castaneum: 1163, 1538
Tribalium copfusurms 1163, 1538
Bacillus thuringiensis var. entomocidus
¥: growth rater 1711
radiosensitivity: 1711
Bacillus thuringiensis var. thuringiensis
¥ ¢ insect control; 1711
backswimmer: ee Notonectz glauca
bacteria
DDT, metabolism of, ;677
bagworm, evergreen: see Thyridopteryx
ephemeraeformnis
Banol-'C (x.16)
Blaberus giganteus (fat body), degradation by:
821
Musca domestica, metabolism by NADPH,-
requiring enzymer 844
rat, metabolism in: 210, 811, 827
liver microsomes, metabolism ine 839
bean plant, metabolism {n: 829
Banel, carbonyl-"*C-labelled
821
rat, hydrolysis products ins 828
metabolism iny 810, 828
bean foliage, metabolism in: 804
plant, pemsistent glucoside metabolites:
830
Banal, YCH -labelled
821
synthesiss 320
‘rat, hydrolysis products ins 828
metabolism in: 8§10, 828
bean plant, metabolism in: 820
Banol, N-"CHlabelled
821
Musca domestica, metabolism in: 337
bean ptant, metabolism {n: 829
pensistent glucoside metabolites:

830
Banel, rng-labelled
Musca dotnestica, ntetabolism in: 837
rat, metabolism in: A10
Barathra bragsicae - 0,29
RNA (fat body, gut, neurolemma, etc.), SH:
314

[bean foliage]

barinm-140
aquatic insects, assimilation by: 521
contcentration by: 521
barley
4-benzothienyl-N-methylcarbamate, metabo-
- lism of: 831
DDT: R- and §-, photosynthesis, '*C: 652
seed Infestation, detection of, xz 1707
v ¢ disinfestation: 1840
Bayer 9017-%3 [PC,20])
synthesisz 801
cattle (dairy calves}, metabolism in: 801
residues in tissue: 801
Baygen-"GC [X.1]
Musca domestica, metabolism in: 887
metabolisn by NADPH,-
requiring enzyme: 844
Oncopeltus faselatus (2, emb), uptake by: 610
-/ piperanyl butoxide: Musce domestica,

metabolistn in; 897
rat {liver microsomes), metabolism in: 339

metabolism and pemistence in: 827
bean foliage, metabolism in: 803
plant, metabolism in: 829
Baygen, carbcnyl-NC'-labelle.d
albumint oxidative metabolistn by Musca
domestica microsome~NADPH,
system: 843
bean foliage, metabolism in: 804
rat, hydrolysis products in: 828
metabolism in: 828
Baygon, methyl-'*C-labelled
bean plant, pemistent gluceside metabolites:
830
rat, hydrolysis products iny 828
metabolism iny 528
Baygon, isoprop-1,3-I'C-oxy-labelled
hinsca domestica, metabolism in:  B37
bean plant, metabolism in: 829
pemsistent glucoside metabolites:

830
BDU = bromeodeoxyuridine
BdU = 5-bromodeoxyuridine
BdU
-/% ¢ Drasophila, sex-linked recessive lethals:
1197

Ephestia (£ ), mitotic activity {wing buds): 249
bean
¥ 1 disinfestation: 1678
bean aphid: see Aphis fabae
bean foliage
Banol”, metabolism of, *C: 803, 804
Ba}rgonlg,’ metabolism of, s 803, 804
catbaryl, metabolism of, “e: 803, 804
HRS-1422, metabolism of, ale 8063, 804
Matact®, H: 805
metabolism of, %; 803, B4
Mesurol® metabolism of, “C: 803, 804
UC 10854, metabolism of, “C: 803, 804
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[bean foliage]

Zectran",’ SH: 805
metabolism of, “C: 803, 804
bean plant
Barol, metabolism of, '*c: 820, 820
metabolism —+ persistent glycosides,
“c: 830
Baygon, metabolism of, Hee g2
metabolism —~ persistent glycc;iides.
Cr B30
carbaryl, metabolism of, “eor Bag
metabolism —~ persistent glycosides,
ey 830
diazinon, absorption, tmetabolistn and per-
sistence in, C: 744
dimethoate, metabolism of, C: 753
2p 753
dimetilan, metabolism of, 'C: 187
rmetabolism — persistent glycosides,

M¢; 880
Dursban, uptake and translocation of, 1"'C: 791
e

G§ 13005, metabolism in foliage, Yer g
HR§-1422, metaboliam of, *C: 829
metabolism —+ persistent glycosides.
o1 830
Isolan, metabolfsm of, “C: 829
metabolisin ~+ persistent glycosides,
“c: 830
Mataeil, metabolism of, 'C: 829
metabolism — persistent glycosides,
Hee 830
Mesurcl, metabolism of, *C: 829
metabolism — persistent glycosides,
“c: guo
parathion, accumulation and distribution in,
®3: 802
metabolism, *%: 802
UC 10854, metabolism of, “e: gag
tnetabolism — persistent glycosides,
Yz 830
Zectran, metabolism of, *C:r 829
metabolism — persistent glycosides,
Y ma0
bean weevil: see Acanthoscelides obtectus
Bruchus obtectus
bed bug: see Cimex lectularios
bed bugs: see Cimicidae
bee, honey: see Apis mellifera
bee venom
radioprotectve actions 1723
beetfly - X.
y: germ cells, development: 848
population density: 1482
beetle, Arizona desert: see Eleodes longicollis
black carpet: see Attagenus piceus
cigarette: see Lasioderma serricorne
click: see Concderus vespertinus
Calorado potato: see Leptinotarsa decem-
lineata
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[BHC, y-]

confused flour; see Tribelium confosum
flear see Altica marvegans
flower: see Olibrus sp.
Mordellistena sp,
giound: see Selenophorus palliatug
8. ellipticus
hide: see Dermestes vulpines
horn: see Xylotrupes dichatomus
EKhapra: see Trogoderma granatium
Trogodermna glabrum
lady: see Epilachna varivestis
leaf; see Altica marvegans
potato: see Leptnotarsa decemlineata
red flours see Tribolium castanenm
snouty see Apion sp,
western piner see Dendroctonis brevicormnis
willow leaf: see Chrysomela knabi
Bembidion frontale - V.11
Aedes predation, ®p: 11
Bemb{dion mugeicola - V.11
Aedes predation, ¥p; 11
y-benzene hexachloride * -4 C [c.2]
microflora {tropical sofls), degradation by: 655
s0ils {fropical, submerged), persistence in: 655
3, 4-benzopyrane~"H
Drosophila hydel (salivary gland), localization
in: 451
p-benzoquincnes
Eleodes longicollis, biogenesis, in defensive
secretion, *C: 190, 214
4-benzothienyl-4, 7-'Ce N-methylcarbamate
alfalfa, metabolism in: 831
barley, metabolism in: 831
benzylpenicillin- Y
Tenebrio molitor, excretion: 4585
beta rays
Achketa domesticus, stage susceptibility: 1334
Apis mellifica, stage susceptibility: 1334
Drosophila melanogaster, behaviour: 1468
grasshopper (spermatocytes): 952
insects, effects on: 1540
stape susceptibility: 1514
sterilization: 1514
moth (eye): 1317
Podisma sapporense, chromosome aberrations:
1020
RBE (90 kVp x-, 20 kVp %-~, "'St B~} Flasme-
palpus lignosellus fe); 1277
Tenebrio molitor, stage susceptibitity: 1334
BHC [c.1]
¥ ¢ Musca domestica, BHC susceptibility: 1168
BHC-"'C
mamnmals (pregnant 2; o), distribution in
tissues: €33
rat (pregnant ¢; &), distribution in tissues; €83
BHC, y- [c.2]
Corcyra cephalonica (#), growth inhibition:
392
¥ See also BHC,



[biblography]

bibliography
autoeidal control measuress 1758
biological effects of jonizing radiation: 1759
pesticide chemistry, tadicactive nuclides In:
1757
radioactive muclides and pesticide chemistry:
371
radioecology, terrestrial and fresh water; 1761,
1762
radioisotopes and lonfzing radiations in ento-
mology, NI: 1755
and radiation in helminthology:
17683
in the biological sciences: 1764
bicarbonate- "¢
Celerio euphorbia, pyrimidine synthesis: 202
Bidrin-"p (PA.5]
cotton plant, metsbolistn in; 751
billlverdin
Locusta migratoria, biosynthesis in, Hor 199
Mantis religiosa, biosynthesis in, Ko 19y
biclogical control
altemative schemes of: 1581
biopterin-"C
Apis mellifera (workers, queens), metabolism
in: 209
hiopteri.n-uc ()
Crithia Fascicolata, metabolism in: 210
Drosophila melanogaster, metabolism in: 210
rat, metabalism in: 210
birds )
DDT, excretion of: 634
DDT: steroid metabolisin, *C: 669
dieldrin: sterold metabolism, C: 868
birds, game )
food chain, contamination of, o 525
Birflane: =ee chlorfenvinphos
bisnifan
-.% 1 Anthonomus grandis, sterilization: 1268
Blabera fusea Br, - H.1/2
% ; midguty 1328-9
Blabetus 3p. - H.2
scylloinositol, occurrence, 1"(I: 262
Blaberus craniifer Burmeister - H.2
[Florida trapical cockroach]
¥ : survival (heart fragments): 1328
-/ propyt gallate: survival (heart fragments):
1326
Elaberus discoidalis - H.2
trehalases fn, *C: 95
Blaberus giganteus - H.2
Banol, degradation by fat bady, *C: 821
black bean aphid: see Aphis fabae
black blawfly: see Phormia regina
black carpet heetle: see Attagenus piceus
black fiies - X.30
dispersal {a), 2p, 4, 24
labelling (¢, p), 2P: 4, 24

[Bombus tetresttis]

black salt-marsh mosquito; see Aedes taenjorrhyn-
clns
blasticidin 5
insect virs vectors, *C: 739
Blattella germanica {Linnaeus) - H.2
[German cockmoach]
*H: 228
actinomycin D : RNA syothesis, *H: 359
aming acid requirenents, M{‘:: 115
chaolesterol, conversion to 7-dehydrocholesterel,
“e: o394
DDT: CNS in R~ and S-strains, "C: 637
dieldrins hypocaleemia, “Car 638
ion movement (CNS), P Na; @28
nerve compensnts, interaction with,
"e: es1
dimetilan, detoxication of, *C: 848
metabolism of, 'C: 848
glutamie acid, metabolism of, *C: 189
labelling, *p: 1791
phospholipids: 337
protein synthesis in, *H: 359
RNA synihesis in, *H: 359
sterol metsbolism in, , "o osus
radiation: mutants, tentative linkage groups:
1100
blood
transfer of substances between CNS and-, r.i.1
930
voleme ingested, by Phlebolomus Yongipalpis,
Fe: 563
blood {calf)
Bayer 9017, residues of, 5; 801
blood (cattle)
trichlorphon, residues in, *p, 84
blood cells
labelling, DF™p, in vitro; 755, 756
blood cholinesterase
radiometric estimation, fleld, *G: 589
blood {pig)
trichlorphon, regidues in, #p, 785
blowfly -~ X.5
oxidative phosphotylation {soluble high-energy
intermediate), (mitochondria), **P: 460
blowfly: see Calliphora erythrocephala
Lucilia (Phaenicia) cuprina
blowfly, black: see Phormia regina
northern: see PFrotophormia terrae-novae
bluegill sunfish
DDT in, Yc: 616
boll weevil; see Anthonomus grandis
bollworm: sce Heliothis zea
Bonthus lucorum - W.5/8
[bumble bes)
flight musele, contractile mechanism, Ycar
56
Borttbus terrestris - W.5/6
[burmble bee]
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[Bombus terresttis]

dfspersal, ¥P; 498
migration, #py  agg
Bombyx mot! (Linnaeus) - U.3
[silkworm ]
actinormyein: fibroin synthesis (R ) posterior
silk gland), *‘C: 221
actinomycin D: DNA synthesis (silk gland), *Hz
229
RNA synthesis (silic gland), *H:
320
amino acids, acellular system (p), Yor 279
incorporation into proteins, M.
178
DNA {1){fat body), infected with nuclear poly~
hedrosts virus, “Hr 352
{tissue, various), infected with nuclear
polyhedrosis virus, *Hi 252
{silk gland), 3H: 258-9, 319, 423-7
in vitro, *H: 438
(L5), *H: 280
“c: 261
ecdysone: glucose conversion {Dp), “er o9
fatty acids (saturated), metabolism in, **C; 397
fibroin, amine acld incorporation into, *C, s
117
Y 222
synthesis (silk gland)y: 220
glycine incorporation (posterior gilk gland), ale:
219
metabolism (fat body)(#), *Cr 134
glycogen biosynthesis (R ), W 38
metabolism in, Hec. g3a-
3-hydroxykiourenioe in, ’H: 184
iystnoalanine formation, “C: 211
methyl parathion, degradation of, Pt 725
mineral assimilation fn, r.1.: 81
mitotmycing fibrein synthests (€ ) posterior silk
gland), “cr 221
nucleotides, acid-scluble (silk gland), uC: 122
protein synthesis, ({ ){varfous fissues), infected
with nuclear polyhedrosis
virus, *H; 232
t85), “c: 196
Ray,, 1.i,: 148
proteins (acellular system, silk gland), o

155
r.i, - compounds, incorporation of: 206

RN A (fat body), infected with nuclear poly-
hedrosis virus, “Hr 352
(midgut), infected with cytoplasmic pely-
hedrosis vins, “H: 351,353
(tissue, various), infected with nuclear
polyhedrosts virus, *He
352
(silk gland), *H: 236
Zp: 220
semen distribution and tranclocation (7 repro-
ductive systemn), ©P; 440
silk gland metabolism, in vitre, *Hr 436
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[Boyeria irene]

sterol conversion in, *H; 977
metabelism (p, Dp), “C: 345
Sumithien, degradation of, s”‘P: 725
trehalose biosynthests (£), **C: 86
metabolism in, *C: 98a
¢ rmutations and repair mechanisms:
1159
mutations and repair mechanisms:
1199

"fission

B4 Mev'

"%« 1287
{e): 1450
{emb): 1400
anomalies: 1399
mutagenic and cell-killing effects,
comparison: 1093
-, aging: (emb) 1400
-{agingz {emb): 14400
-/ incubating conditions: {e): 1450
¥: acetylcholine (e, p-tissue): 13035
cogoon killing: 1709
y1 (&) colour differentiation of sexess 1709
DNA: 923
BNMA: 923
(embt, lethal effectss 1363
(%) intestines 1401
water imbalance; 1363
mutations, repair mechanistns: 1199
sericin properties: 1909
stage susceptibility {e, ,2): 1358
sterility; 1279
=/ T: sterility: 1279
radiationr development (ontogenstical): 1061
effects; 912
sex ratios 1061
J: mutations and
repair mechan-
isms: 1189

RBE (Y, 7 Mev, Pfission

booby - trapping

Lucilia cuprina; APX.10
Boophilus decoloratus - Ac.B

[ cattle tick]

gammexane, metabolism of, Yoo Bl4

Boophilus microplus Caenestrinl - Ac.8
[Southern cattle Hek]
coumaphos, metabolism of, #p; 80
DDT, metabolism of, “C: 676
metabolite separation, " 878
diazinon, distribution and metabolism of, Yo
TEZ

salivary excretion, ‘u; 569

y: sterilitys 1267

-, chemosterilants; sterility: 1267
borer, Califomia flatheaded: see Melanophila

californica
old-house: see Hylatrupes bajulus

Beyeria irene Fongcolombe - F.1

haemolymph cireulation (wing), ¥S: 435



{Brachycentrus ]

Brachycentrus - T.
[caddisfly]
¥p-accumulation in stream ecosysterms 523
Bracon hebetor - W.5
¥Co-distribution: 63
effective half-life: 63
y/vibration: egg production: 1458
hatchahility: 1456
-, ¥ibration: egg prodection: 1458
hatchability: 1458
-/ centrifugation: 1ife span: 1456
-, centrifugations tifespan: 1456
broad-horned flour beetle: see Gnathocerus

comutus
bromodeexyuridine: see BDU
S-bromoedeoxyuridine; see 8dU
bromophos-"H [rC.91
rat; aheorption, distribution, metabolism ing
795
bromophos-"2p
1at; absorption, distribution, metabolism ing
795

plants; penetration and effectiveness in: 735
5-bromouracildesoxytiboside: see BUAR
brown cricket: see Acheta domesticus
brown soft scaler see Coccus hesperidunt
Bruchus sp. - V.7
Cicer abietinurn, infestation detection {seed),
xs 1742
Phasenlus mungo, infestation detection (seed),
fa), %1 1742
Triticum aestivam, infestation detection (seed),
(0,8} x2 1742
YVieia faba, infestation detection (seed), {1,
X 1742
Bruchus oblectus « V.7
[bean weevil])
ys sterilitys 1577
SMT () 1577
BUR = S-bromeuracildesoxyriboside
BUdR
«/% ¢ Drosophila melanogaster, sex-linked
recessive lethals: 1201
-/n 1 silkworm, rmutations: 1213
bug, giant water: see Hydrocyrius columbiae
Lethocerus cordofanus
burible bee: see Bombus lucorum
Bombus terrestris
Butacarh [X,15]
synthesis, 3H. Yo Bog
sheep {fat, liver, kidney, muscle), residoes in,
*n, "o Boo
Butanate-¥p fra 11]
catfle, toxicity fe: 712
udder resorption in: 768
protective clothing, permeability of: 712
butterfly, cabbage: see Fieris brassicae
butyl alcchal-"'C
Periplaneta americana (abdominal nerve cord),
permeability: 4329

[caesfum=147 ]

1-Y*c-butyrie actd
Periplaneta americana (abdomninal nerve cord):
37e
n-butyric acld, sodium-3-"*cs 815

C

cabbage
chlorfenvinphos, residues of, Heo gur
cabbage butterfly: see Pieris brassicae
cabbage looper: see Trichoplusia ni
caddisfly: see Brachycentrus
Hydropsyche
caddisfly - T. '
concentration of 'Cr, "'Fe, ®¥zn: 496
foed chatn, Fesh water, 1.1, 524
radioecclogy, pond (Colorado range): 529
caesinm
irradiator, portables 1700
caesium-134
crickets, metabolism in: 507
spiders (forest flaor), turnover in: 73
metabolism in: 507
Thyridopteryx ephemeraeformis, turnover in:
78
caesium-~137
accumulation, diskibution and elimination in
insectst B3
Acheta domesticus, distribution and elimina-
tion: 515
arthropod food chain: 507, 516
predation: 544
arthropods: mineral! cycling (forest}: 514
Coleoptera, distribution in: 54
Chrysomela knabi, biological half-1ife iny 48
Dytisens marginalis, accumulation in: 510
EDTA: Culex piplens, accumulation
coefficient: 83
food chain: predator-prey: 548
consumption, Chrysomela knab{; 548
forest arthropod, bislogical half-life in: 533
food chains: 3533
honey contamination (Rovmanig)y: 508
Hydrophilus piceus, aceumulationin: 51
Hymenoptera, distribution in: 54
insects, accumulation and elimination by: 50,
51
phytophagous, accunulation and
elimination by: &2
insects (various), metabolic distribution ing 53
frradiator: 1642
source, Puerto Rico; 1688
labelling, ticks {immature forms); 568
Lepidoptera, distribution in: 54
Notonecta glauca, accumulation int 510
Orthoptera, distribution in; 5¢
predator-prey systems: 543
Rapatra linesris, accumulation in: 510
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[caesfum=1317]

Sympetrium depressiusculutn, accurnulation in:
510
Calandra granaria *
radiations behaviour [actographic recording}:
1749
* For bulk of references, see Sitophilus granarius
cateiun-43
dieldrin: hypocalcemia, Blattella germanica:
833
Periplaneta ammeri-
cana: 638
Hyphantria cunea, biological half-life iz 57,
58
(2) assimilation by: 538
insect flight muscle, contractile mechanism,
activation of: 56
labelling, flies: 1781
nicotiner frog sartorius muscle, Ca-move-
ments; 866
calibratton
05 + ¥Y planes: insectss 1727
Caltfornia five-spined ips: see Ips confusus
California flatheaded borer: 3ee Melanophila cali-

fomica
California barvester antt see Pogonomyrmex

californicus
Callicorixa audeni {Hung.) - V.21
mosquito predation, *p: 545
Calligypona peliucida (Fabricius) - QQ.8
[1eafhopper]
labelling, ¥P: 504
migration, P 504
Calliphora - X.5
sclerotization, Mo 218
scylloinositol, occurrence, *C: 364
Celliphora erythrocephala (Meigen) - X.3
[ blawtly]
228
n-decyl acetate, topically applied, He: a2
fatty acid biosynthests (£),C: 381
tong: valine incorporation into protein ()
(fat body), C: 205
proteins (£ ¥haemolymphy), U 2p4
valine incorporation into protein (£ X fat body),
in vitro, "*C: 203
Calliphoridae - X35
pentose phiosphate oxidation, control
mechanism, 'C; 89
Callitroga hominivorax {Coquerel) - X.5
[ screw-worm fiyl
¥ & (p) sterility: 1538
radiation, sterilization: 15€3
SKIT (p): 1604
ecopomic aspect: 1538
Florida: 1568
Calloscbrechus chinensis Linnaeus - V.7
[ pea weevil]
3 ¢ development: 1444
Tethal effects: 1444
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fearbaryl- *H

y: stage susceptibility: 1444
(p) sterilitys 1444
Calopteryx splendens - F.2/3
haemolymph circulation (wing}, 32P: 432
Calotarmes flavicollls (Grassé & Noiroty* - K.2
[ drywood termite)
traphallasis (proctodeal), P 469
Bau: 469
Calpodes ethlius (Stolly - U.19
{large canna leaf roller]
endocuticle deposition in, : H, &, ssS: 419
protein granules (Fat body), *Hr 141
sequestration (fat body), *H; 140, 187
campesterol- G
Hyalophora ceecropia, sterol metabolism: 375
Camponotes - W.14
nest area, “pr 479
Yy 479
Camponotus herculeaous (Linmaeus) - W.14
[ carpenter ant]
insect localization, '™ 11 552
pest area, 0 552
Camponotus ligniperda (Latr.) - W.14
{carpenter ant]
insect localization, '™1: 552
nest area, By, 552
Canada
SMT, Carpocapea pomonella, trials: 1605,
1620

14

moths: 1619
Canadian bug: see Perillus bioculatus
caproic acid, sodium-1-"C: §15
Carabus - ¥,11
proteins {ovary}, *H: 416
RNA (ovary), H; 416
Carausius roorosus Br, - H.7
[stick insect]
lipids (ovarloles), fatty acid incorporation into,
“er 390
lipid synthesis (follicilar yvesicle), Yg; 390
ouabain: sodium efflux {nerve comd), 2Nar 85
phospholipid, formate incorporation in, ' Cx
403
serine incorporation in, a0y
carbamate %%
bload cholinesterase inhibition, emor in mea-
surem#nt of, r.i.: 845
metabolism and residues, r.i.: 819
residue determination, r.i.: 200
carbaryl [X.5]
maimmals, synergistic action on, e H, Yo gan
metabolism and residees, r.i.: 838
Musca domestica, synergistic action on, 3 H,
Y 840
carbaryl-"H
Oncopeltus fasciatus (e, emb), uptake by; 610

* See also Kalotermes,
%% Seg Table 2, X,



[carbaryl-sH 1

man (liver), metahalism in; 835
rat (liver), metabolism In: 838
carbatyl-"H, naphthalene-zing-labelled
Preudomonas melophthora, degradation by: 734
carbaryl-''C
Anthonomus grandis, ahsorption and metaboli-
ism: 815
Musca domestica, absorption and metabolisms
815
metabolism by NADPH,-
requiring enzyme: 844
albumin: Musca domestica (Microsomes
NADFH; system), oxidative
metabolism in:  B43
Sitaphilus oryza, absorption and metabolisr:
815
Stomoxys calcitans, absotption and metabo-
lism; 813
cattle (lactating cow)s metabolism in: 817
residues in liver, ovary,
kidney: 817
rat fliver mictasomes), metabolism in: 829
bean foliage, metabolism in; 803
plant, metabolism in: 929
gas chromatography, verification: 842
carbaryl, carbonyl-**C-labelled
bean foliage, metabolism in: 804
plant, pemistent glucoside metabolites:
330
rat, metabolism in; 827, 828
persistence in: 827
carbaryl, methyl-'%C-labelled
bean plant, metabolism in: 329
pemnsistent glucoside metabolitesy
830
carbaryl, naphthyl-HC-labelled
Anthonomus grandis {a}, metabolism in: 207
bean plant, metabolism in:s &29
petsistent glucoside metabolites:
830
Heliothis zea (£, a), metabolism ins 807
carbaryl, naphthyl-1-"C-labelled
man (liver), metabalisin in: 833
mouse, metabalism in: B32, 833
rabbit, metabolism in: 832, B33
rat, metabolizm in: 332, 333
liver, metabolism in: 835
reaction conditions: 842
carbohydrate metabolism
insects, r.i,: 88, 27
Her o osT
Apis mellifica, *H: 147
Hyalophora cecropia, “C: 105
Leucophaea maderae, Hew 105, 107
Melanoplns bivittatus, He: 87
Onecopeltus fasclatus, ' C: 87
Periplaneta americana, *Cr 81

[cariion fly]

carbohydrates
Heteroptera, salivary secretion of, Ber 192
carbohydrate synthesis
Apis mellifica, oogenesis, *Hr 148, 127
carbon- g #
labelling, ticks (immature forms): 568
blasticidin §, wvirus transmissions 739
carbon dioxide
-/ ¥t Musca domestica (p), sterilizatiop: 1233
carbon monoxide
-/x 1 Drosophila melanogaster, genetic effects:
1190
-/ #/ time factor; Drosophila melanogaster,
stage susceptibility, sperm=
atogenesis: 1246
carbon tetrachloride- 'c [F.1]
rat, effect of diet on metabolism fn: 803
metabolism in: 668
[carboxy- “c1 acetylcholine
Sevin ; acetylcholinesterase inhibition, sub-
strate and dilution effects ony 846
[carboxy-"'C1 acetyicholine chloride
Musca domestica {brain}, metabolism in: 463
Carneocephala flaviceps (Riley]) - QQ.8
[yellow-headed leafhopper]
food chain, ¥P: 556
trophic transfer index, #p: 558
"C-DL~camitine
Fhormia regina, role of phosphatidyl-: 386
camitine, DL~{carboxy-'C)-labelled: 389
carnitine, DL-(methyl-"*C)-palmityl-iabetled: 389
carnitine, lipid-bound derivatives
Phormia regina (# Xfat body) (cell-free prep-
aration), 'C: 289
carpenter ant: see Camponotus
Carpocapsa pormmonella (Linnaeusy - 1,33
[codling moth]
1590
¥+ lengevity iny 1145, 1620
reproductive potential {o, 2): 1307
SMT, trials, Canada: 1620
sterility: 1145, 1605, 1608, 1620
-, chemosterilantss SMT, longevity: 1620
trigls: 1620
radiation: biological controls 1555
SMT : New Zealand, prospects: 1580
progress: 1550
sterile insect telease {a, « P): progeny
(£): 180§
trials: 1361
¥t trials, Canada: 1608
carrion fly: see Pretophormia terrae-novae

# Due to the bulk of pertinent references, these

have not been summarized here; the use of 'C
is, however, indicated for each relevant study
throughout the subject index.
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[carrots]

carrots
chlorfenvinphos, residues of, “e: 697
LDT, distribution, metabolism, residues, l"('.'s
883
metabolism and residues, ¥Cr 671
methyl parathion, distribution and hydrolysis
of, ®p; 719
residuss ofy 718
TDE, metabolism and residues, PC: 671
cat
parathion, petcutaneous absorption of, *P: 723
catechol amines
Pieris brassicae, biosynthesis in, Hee 218
caterpillar, alfalfa: see Gollas eurytheme
tent: see Malacosoma neustria
cattle
Butonate, concentration in blood, ®Pr 715
milk, ®p; 715
toxicity of, #pr 718
udder resorption of, p: 08
carbaryl, metabolisn of, Me:o o817
compovnd 4072, residues of, #p, 720
DDVP, udder resorption of, p: 06
dimethoate, application and metabolism of,

p; 714
pereutaneous resarption of, g,
T2

udder resorption of, ¥p: 708
fenthion, metabolism of, “p: 747

residues of, ¥p: 747
Furadan, metabolism of, "*C; £24

Guthion, residues of, “P: a1
ronnel, residues of, ¥P; 746
Temik, metabolism of, ¥5: 818
trichtorfon, excretion of, 2Py 709
udder resorption of, *p: 06, 793
trichlorometaphas, *#p, ¥g: 780
trichlorphon, concentration in boeod, ®p, 115
milk, ¥p: 715
metabolism and residues of, *p;
1512
percutanecus resorpiion of, “py
784
residues in blood, ®p; 784, 786
milk, ©p: 784
cattle {calf)
famphur, absorption and metabolism of, *n;
727
cattle (dairy calves)
Bayer 9017, metabolism of, ®$: 801
residues in tissue, S 801
catle (heifer)
malathion, metabolism of, 2p: 794
residues (Hssue), ¥pr 794
cattle tick: see Boophilus decoloratus
cauliflower
ethyl parathion, degradation of, #p; 788
methyl paraoxon, degradation of, ¥p; 788
methyl parathion, degradation of, **P: 788
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[Cezatltls capitatal

Sumithion, degradation of, Py 788
Cayenne tick: see Amblyomma americanum

CB 1506 (= 2-chloroethyl-methanesulphonate): 1051

Cecropia moth* - U.43
blood protein uptake (oocyte), *Hr 191
protein yolk sphete formation {oocyte), *H: 191
Celerio euphorbia - U, 486
[hawk moth]
pyrimidine synthesis, '‘C: 202
¥t acetylcholine (&, p-tissue}: 1305
Cernttral America
Ceratitis capitata, SMT: 1599
Cephus cinctus Norton - W.8
[wheat stem sawfly]
amine acid requizements, ;175
Ceratitis capitata { wiedemann) - X.35
[Mediterranean fruit fly)
labelling (a), *¥p: 2
(1), ®p: 3, 14, 27, 557
-/ neutroni-activation: 1594
population dynamics, r.i,z 559
#py 556
oviposition: 2
sterile males, field test: 1596
timedlure: fly release monitoring: 1603
(tiiymedlure: sperm deficient $: 1474
¥+ biclogical contrel: 1556
Ceratitis capitata (PP-(p)): 27
development: 1666
y: dispersal, ¥p: 1809
lethal effects: 1350, 1647, 1666
(p), mnass releases: 1589
{a), midgut epithelium: 1327
ovary: 1333
quarantine control measure: 15647, 1856
reproductive potential: 1354
SMT ratioss 1334
stage sugceptibility: 1358; (L,p): 1847
sterility (p}: 1118, 1354, 1588, 1585-8,
1598, 1609
testiss 1335
-(fractionated}s (p), sterility: 1120
vitality: 1120
-, n: sterility: 1562
-/T: (p) longevity (a); 1458
x 1 (a), midgut epithelium: 1327
ovary: 1338
testisz 1335
radiation; reproductive organs: 1325
SMT ¢ Capriz 1818
Central America: 1598, 16817
projects: 1618
Israel: 1589, 16566
praspects: 1702
Nicaragua: 1602
Panama: 1802

* See also: Hyalophorz cecrapia



[Ceratitis capitata]

SMT, progress: 1553
report, Middle East: 1544
UAR: 1500
projects: 1551
trials, ¥, Austriaz 1554
¥ Brael: 1666
UAR: 1595, 1600
y: 1545, 1599
cereals
radiation disinfestations 1398
insect controlr 1850
cereal pests
radiation disinfestation: 1833
cerium-144
EDTA & Culex pipiens, accumulation coef-
ficfent: 83
labelling, ticks (immature forms): 568
Ceylon
SMT, Culex fatigans, prospectsz 1607
Chaetophotia xanthomelas Koch - QQ.2
aestivating larvae - host plant relations, #p:
248
Chaetopsis aenea - X,13
salt-marsh ecosystem, food chain in, *p: 526
Chaetopsis apicalis - X.13
salt-marsh ecosystem, food chain in, ®¥p; 528
chafer, European: see Amphimallon majalis
Chelisoches mtorio - 1.3
fearwig]
x ¢ [a), midgut epithelium: 1327
¥ 1 {a), midgut epitheliom: 1327
chemosterilants
insects, metabolism in, Rev,, r,i.: BH8
Musca domestica, metabalism in, 1.i.: 888
-, Xt Anthonomus grandfs, sterilizations 1268
-y ¥ ¢ Carpocapsa pomonella, longevity: 1620
SMT trials: 1820
Cochliomyia hominivorax, sterilizaons
1570
Drosophila melanogaster, sterilizations
1791
Lasioderma serricome, sterilization: 1570
Musca domestica, sterllization: 1570
cherry
Rogor, metabolism and residues in, 2P; 1769
chestnuts
radiation disinfestation, possibility of: 1854
Chilo suppressalis (Walker) = 11.8
[ Asiatic rfee borer]
ethyl parathion, degradation of, ®p: 788
methyl parathion, degradation of, ¥p: 724,738
methyl paraoxon, degradation of, ®p: 788
recommendations for studies: 1537
Sumithion, degradation of, *#p: 788
x+ 1385
hatchability (e}: 1442
lethal effects (p): 1442
5MT, prospects: 1539

[Chironemus themmi]

Chilicors bipistulatus (Linnaeus) - V.18
{a lady beetle)
labelling, *p: 13
Chinese mantid: see Tenodera aridifolz sinensis
Chironotnidae - X.9
food chain, fresh water, r,i.; 524
*p-uptake and clearance, Roumanian brackish
lakes: 531
st concentration of fallont by aquatic-,: 528
Chironomus - X.9
DNA (giant chromosomes), *H: 283
RNA (giant chromosomes), *H: 263
glant cliromesomes, sH-a:::tim::rn).rt:in: 283
histones: giant chromosemes, *H: 263
Chirenomus plumosus - X.9§
radivactive contamination: chromosome aber-
rations: 1494
Chironomus tentans - X.9
blood protein transport (salivary gland), e 180
chromomere otganization, *H: 224
cycloheximide: proteln synthesis, *H: 256
DNA (giant chromosomes), *H: 284
replication, *H: 324
ecdysone: puffing, *H: 189
puff modifications (salivary gland
chromosomes): 253
puffing, *H: 324, 449
protein synthests, *H: 309, 450
protein synthesis, *H: 2568
puffs, *H: 309, 450
transport and puffing, '"C: 180
RN A synthesis, YHr 284, 324
puffs, *H: 308
salivary gland, isclated muclear
components, *H: 266
radiation: chromosome aberratfons: 1513
radicactive contamination: clremosome
aberrations: 1492-4
salivary gland, sources of secretion, *H, *'C,
Py 181
Chionemus thumm| ~ X,9 )
blood protein transpoit (salivary gland), ‘*C: 180
DNA replication (giant chromosomes), *H, Yor
244
synthesis, TH: 293
protein transport and puffing, "'C: 180
puff formation, r.f.: 922
RHA synthesis (£ Ynucleclus), 'H: 273
Mg*": Balbiani ring, *H: 172
“Na~uptake (salivary gland, ouclei}s 71
Chironomus thummi piger - X9
chromomere organization, *H: 324
DNA replication, *H: 324
RNA synthesis, 'H: 324
puffing, *H: 324
Chironomus thummi thummi - X.9
chromomere organization, “H: 324
DNA replication, 'H: 324
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[Chironomus thummi)

RN A synthesis, IH: 324
puffing, IH: 394

Chironomus { Parachironomus) varus - X, 9
e uptake: 68

*H-chlaral
insecticide synthesis: €18
chlordane c.3l

digoxiu-aH metabolism, effect on, monkey
{heart, liver): 651
chlardane-"C
Aedes aepypti, metabolism {n: 626
Aspergillus niger, metabolistn in: &48
Penicillintn notatum, metabolism in: 646
mouse, metabolism ing; 646
tat, metabolism iy 646
a-chlordane-"c
rabbit, metabolism in: 654
chlorfenvinphos-'ic [P, 18]
cabbage, residues iny 697
cartots, residues iny 697
dog, metabolism In: 737
onions, residnes in: 887
rat, metabolism im; 737
sofl, residues in: @97
chlarine-36
Aedes aegypti (1), chioride flux: 82
chloride uptake: B2
hezemolyraph. Periplaneta smericana: 70
DDT, cycling in marsh ecosystem: 881, 663
metabolism and residues of: 588
Musca domestica, resistance to: 624
residpes, in invertebrates: 662
in plants: 662
wild waterfowl, metabolism starage and
excretion ofr 620
production menitoring of: 672
dieldrin, rat, metabolisin in: 632
toxicity of: 639
forage crops uptake of: €88
residues in forage crops: 688
Dumban, mefabolism ofr 783, 792
uptake and tramlocation: 791
hexachlorocyclohexane, production and pro-
cessing of: 679
insecticide biochemistrys 1757
labelling: 587
metabolisru: 584
organochlorine pesticides, residue analysis oft

833
residue daterminations in tissues, labelled com-
pounds: 1752
toxaphene, synthesis of: 640, 841
chiorine-38

n-flux: chlorinated hydrocarbons in atmos-
phere: 685

chloromycetin
y/=: Habrobracon {?), repmductive potential:
1304
chloraphes LPA.1]

104

[cholinesterase, hlood-]

x ¢+ Musca domestica, chlorophos susceptibilitys
1169, 1170
Chloropropylate ®- "¢ [D.23]
soil microorganisms, degradation by: 864
Trichoderma viride, degradation by: 664
cholestanol-*H
Eurycotis floridana: 382
cholestancl-7 c-°H
364
Eurycotis floridana, diet component; 383
4-"c-cholestanone
Musca domestica (£), ntilization by: 370
cholestanone-Te-"H: 364
cholestero]
Aviculariz avicularia, aksence of synthesis, Yo
408
Dermestes vulpines, diefary requirements, ol
175
Manduca sexta, conversion in, "C: 400
cholesterol- C
ecdysone, bicsynthesis of: 170
Eutycotis floridana; 382
cholesterol-4- NC
364
Anthonomus grandis fa), sterol stordge: 371
Blattella germanica, conversion to 7-dehydreo-
cholestercl: 394
Bombyx mori (p, Dp), distribution in tissue: 295
metabolism: 395
Eurycotis floridana, diet component in: 383
Hyalophora cecropia, sterol metabolism: 375
Musca domestica, metabolisth and wtilization
by: 468
chalesterol-3 c-°H
Furycotis floridana, diet component: 383
chalesterol-7a-H
354
Eurycotis floridana, diet compenent: 383
cholesterol-28-"C
Eurycotis floridana, diet component: 382
4-Yc-A' cholestenol: 364
4-YC-pcholesten-3-one: 384
4- “C-cholesteryl chloride: 384
7e-*H-cholesteryl methyl ether: 364
4-"c-a'cholestin-3-cne; 364
%e-1, 2-choline
589
Sarcophiaga bullata (¥ X fat body), phospholipid
biogynthesisr 421
choline, phosphelipid-
Acantholyda nemioralis, synthesis in, ''C: 409
Carausiug morosus, synthesis in, 'C: 404
cholinesterase
activity determination, lJ‘C: 154
¥ ¢ Musca domestica (head, homogenates,
purified samples)y: 1285
cholinesterase, blood-
carbamate: inhibition, r.i.: B4&



[Chorthippus elegans ]

Chorthippus elegans - H.1
x : spermatogetesis: 973
Chorthippus lengicomis - H.1
DNA, melosis, *He 1088
Chorthippus parallelus - H,1
X 1 spermatogenesiss 973
Chortophaga - H.1
DNA synthesis (neuroblast), *H: 275
Chortophaga viridifasclata (De Geer) - H.1
{ green-striped grasshopper]
DNA (emb-neuzchiast), SH: 274, 308
uv ; DNA (neurcblasts), *H: 308
RNA (emb-neuroblast), *H: 274
RN A synthesis, spermatogenesis, *H: 252
x 1 chromosome aberrations {neuroblasts}: 1016,
1017
chromium-51
caddisfly (£}, concentration in: 486
chromomere
Chironomus tentaps, organization in, *He 24
Chironomus thummi piger, organization in, *H:
324
Chironomus thummi thummi, organization in,
*H: 324
Chrotogonus incertus Bolivar - H,1
% 1 chromogsome gherrations (spermatocytes)s
1032
Chrysomela decemlineata Say - V.13
x : life span (a): 1340
stage susceptibility (e, p, a): 1340
sterility: 1340
Chrysomela knabi Browa - V.13
[willow leaf heetle}
food consutnption, '"Cs; 548
T 1 '™y, blological half-life: 48
Chrysomphalus aonidum {Linnaeus) - Q.1
[Florida red scalel
labelling, #p: 13
Chrysupa perla - RRR.1
protein metabolism (ovariole), "'C: 280
RN A metabolism (ovariole), 1%C: 280
Cidial-"'p [P, 14]
apples, residues in: 696
cigarette beetle: see Lasioderma serricome
Cimex lectularius Linnaeus - Q.5
{bed bug]
fenthion, absorption of, 5 801
metabolism of, ¥5; 801
Cimicidae - Q,5
{bed buys)
*2p, biological half-life oft 1728
®gb, biological half-life ofy 1728
""l1, biclogical half-life ofr 1728
(inara larvicela - 0QO.2
feeding (localization of functioning sieve cells
in secondaty phloem tissue), Yer 480
cinerins-"*C [B.2]
250

[Cochliomy{a hominjvorax]

Ciodrin®."p [FC.15]
meat, residues in: 758
milk, tesidues in: 758
citrate-1, 5- '
Prodenia eridania, metabolism (m); 411
L-citrulline, ureido-‘'C
615
citrus
y : disinfestation: 1547

‘gitrus fruit

y: disinfestatfon: 1690
radiation: disinfestation: 1702
quarantine measures: 1702
citrus mealybug: see Planococcus cibri
Clastoptera xanthocephala Germar - QQ. 4
[sunflower spiitle bug)
food chain, P:  §56
trophic transfer index,
clays
aldrin, absorption of, ™C: 691
click beetle: see Conoderus vespertinus
clover leafhopper: see Aceratagallia sanguinolenta
CNS .
DDT : Periplaneta americana, “eroe2e, 8o,
658
Periptaneta americana, free amrino acid pool,
r.i.e 207
transfer of substances beiween blood and-, r.i.:
930

*p: 556

cobalt-57
Cryptotermes brevis, intra-colony food trans-
mission: 4494
cobalt-58
Bracan hebetor, distribation ins 862

effective half-life in: 63
cobalt-60

Acheta domesticus, turnover in: 516
arthropod food chain: 507, 516
arthropeds: mineral cycling (forest): 514
EDTA: Culex pipiens, sccumulation coefficient:
- B2
grain irradiator: 1843, 1845, 1652,
irradiation, food treatment: 1823
India:s 1639
labetling, Leptinotarsa decemlineata: 535;
{ay 5
Perillus bioculatusy 3849
Rhodnius prolixusy 497
Perillus bipculatus, hibemations 489
Rhodniuy prolixus, dispersal: 497
Coccus hesperidumn Linnaeus - QQ.8
[brown soft scale)
y: reproductive potential: 1306
Cochliomyis hominivorax {Coquerel) - X5
[serew-worm fly]
¥ : {a} aberrant phenotypes: 1079
selection on Whaxy: 1504
stage susceptibility {testis)s 927
sterility: 1570
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[Cochliomyla homlnivorax]

y.chemosterilants: sterility: 1570
mating behaviour (size, strain), SM'Tr 1586
SMT ¢ 1559
eradication, USA: 1615
example in Americas: 1542
Florida: 1833
(1), mating behaviours 1588
cockchafer: see Meligethes aeneus
Melgtontha melolontha
Melolontha vulgaris
cockchafers
em : beheviour (orientation): AFX.T
cackroach, American: see Peripianeta americana
Australian: see Periplaneta australasiae
Florida tropical: see Blaberus craniifer
German: see Blattella germanica
Madeira: see Leucophaea maderae
cockroach - H.2
parathion, metabeliam by fat body, By 786
¥t control:r 1768
cockroaches
radiation : midgut: 1324
species susceptibility: 1324
codling moth: see Carpocapsa pomoneila
coffee leaf miner: see Leucoptera coffeella
colchicine
-/% 1 Drosophila melanogaster (), chrome-~
some loss: 1208
Coleomegilla maculata - V.18
amino acid requirements {a), Yo 114
Coleoptera - V.
®ygy, 1M, 19Cs, accumulation and elimination
of 5l
distribution of: 54
Colias eurytheme Boisduval - U.37
[ alfalfa caterpillar]
pteridine biosynthesis (p)(wing), “'C: 234
Celorado potat beetle: see Leptinotarsa decemling-
ata
commmon malaria mosquito; see Anopheles quadii-
maculatus
compound 4072 1pC.16]
catfle, residues in sprayed-, "Pr 545
confused flour beetle: see Tribolium confusum
Conoderus vespertinus (Fabricius) - V.22
[ tobacce wireworm; click beetle]
food chain, ®P: 556
trophic transfer index, *py 558
control
SMT, insects: 1563
Copelatus - V.21
radioecology, pond (Colorade range): 529
Corcyra cephalonica - U.41
y-BHG ¢ growth inhibition {): 92
cholesterin metabolism, #C: 392
synthesis (£}, VCr 392
Cordulegaster boltonii Dopovan - F. -i
haemolymph circulation (wmg). 5: 435
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{cotton plant]

Conxa punctata 1l - Q.7
P biological half-life of: 1728
Rb biological half-life of: 1728
o, biological half-life of; 1728
corn: see also "maize”
com earworm: see Helothis anmiger
Heliothis zea
com kernels
Sitotrega cerealella (2, p), infestation detection,
x: 1708
corn plants
Dursban, uptake and tramlocation by, ", ®Cl:
791
corpora cardiaca
effect on protein synthesis, Leucophaes maderae
{fat body), *C: 235

cortisol-"'C
DDT : metabolism and synthesis, guinea pig:
607
cogmie rays

Drosophila, effects on: 1187
-/ casmie flight conditions: Drosophila melano-
gaster, dominant
lethals: 1232
zex-linked
Tecessive

lethals;
1232

insects, muotagenic
and other
effects;
1231
-/space conditions: Drosophlla melanogaster:
1453
-/ weightlessness: Drosophila
melanogaster: 1453
reproductive
potential;
1452
Costelytra zealandica
[New Zealand grass grubl
1-naphthol: glucuronide conjugates, Yo o596
phencls-phosphate conjugation in: 593
cotton
Dasanit, metabolism ofs 745
malathion persistence, Yc: o 895
phosphamidon, metabelism of, He, ®p: 702
seed, disulfoton-impregnated fertilizer,
effoctiveness, ¥ P: 776
Temik, metabolism of, e, s 8ig
catton leaf worm: see Prodenia fitura
cotton plant
Azodrin, metabolism of, "z 751
Bidrin, metabolism of, 2F': 751
Dipterex, metabalism of, "C: 732
disulfoton-impregnated fertilizer, e.ffe.ctweness,
®pr 776
Q-methy] O-p-methylthiophenyl methylphos-



[cotton plant]

phonothionate-*2p, uptake and trans-
loestion of, ¥p; ‘703,
714
metabolism of, ¥p:
T05, T4
$D-9129, distribution of, ¥P: 715
residues of, ¥p; 775
systemic activity of, 2P 775
Sevin, translocation and degradation of, e

838
Temik, metabolism of, *C: 836
r.i.: 834
cotton stainer, Peruvian: see Dysdercus peruvianus
coumaphas-"p [PH.1]

Boophilus microplus (£}, metabslism in: 780
meat, residues in: 758
milk, residues in: 758
cow (lactating) *
fenthion, metabolism in, P 747
residues in, ¥P: 747
Furadan, metabolismn in, 'C: 824
ronnel residues in, ©p; 748
Crematogaster clara - W.14
salt marsh ecosystern, food chain in, = P 526
Cremmatogaster striatula Emery - W.14
labelling, ¥Pr 59
erieket, brown: see Acheta domesticus
dornestic; see Gryllus domesticns
Eurapean brown: ses Acheta domesticus
field: see Gryllus firmus
house: see Acheta domesticus
tree: see Oecanthus celerinictus
crickets - H.4
%, metabolism of: 507
cs, metabolism of: 507
'*", metabolism of: 507
Crithia fasciculata
biopterin, metabolism of, ''C: 210
Cryptoterimes brevis (Walker) - K.2
food transmission {proctodeal), intra-colony,
oo 404
Ctenicera destructor - V.22
[prairie grain wireworm]
amine zeid requirements, C: 175
Cuerna costalis - QQ.8
{leathopper)
foed chain, ®pP: 558
trophic transfer index, ¥P: 558
Culex fatigans - X,11
fenthion, absorption (£}, ¥p; 708
resistance mechanism to, ®p: 796
SMT prospects, Ceylon: 1607
Culex nigripalpus - X.11
labelling, ¥p; 8
Culeyx pipiens - .11
EDTA : accumulation coefficiants, Bg Fe,
®co, ®zn, Y5, MY, Bzr, TNb,

59
¥

¥ see also under "cattle” and Table 2,

[eystine-L-*5]

WoRy, s, Moer 83
Culex pipiens fatigans Wiedemann - X,11
dispersal, %p, g, 500
11 I 8
labelling, ¥P: &
131 I: 8
Culex pipiens molestus Fomk., - X.11
labelling, ®P: 25
*#p ; behaviour (£): 25
developmenty 23
growth: 25
Culex pipiens quinguefasciatus Say - X.11
[Southem house mosquitc]
arprocarb, resistance to, Yer a7
labelling, *P, ®sn: 1791
=+ reproductive systent, 2p, 78
Colex tamalis Coguiliet - X,11
DNA syathesis (£4), *H: 218
karyotype (#4), TH: 818
Culicidae - X,11
orally effective repeilent, "o e0i-2
Culicoides variipennis (Coq.) - X.7T
y @ reproductive potential: 1309
stage susceptibility (¢,p,a): 1308
Culiseta impatiens (Walker) - X,11
DNA synthesis {£4}, "Hz 318
karyotype (£4), "Hr 818
Culiseta inornata ¢ Williston) - X, 11
DNA synthesis (¢ 4), 'H: 218
Raryolype (24), *Hr 318
cutworm; see Agrotis segetum
cutworm, pale westzrnt see Agrotis arthogonia

variegated: see Peridroma saucia
cuticle

Musca doimestica (1), R~ and S~, diazinon
}enetra_tion, 32F'(?): 750
Schistocerca gregaria, tyrosine incorporation
into, *H: 177
cyanide
synthesis, '%C: 602, 805
apparatus for, C: 581
rat {brain slices), amino acid fransport in, Uey
FEN
cyclodiene insecticides
metabolism, r.i.: 611
Cylas formicarius elegantulus (Summess) - V.19
[sweetpotato weevil]
¥ life span: 1320
mating conpetitiveness (¢ ) 1320
reproductive potential: 1320
stage susceptibility: 1220
cynthia moth: see Samia cynthia
cysteine- g
insect parasite, nutrition of: 536
eystine- C
Bambyx mori, lysinoalanine formatlon: 211
cystine-L- %5
Antheraes pernyi: 208
Bombyx moriz 206
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Eystine-L-*"s]

Calpodes ethlius, endocuticle depositions 419
cytidine-H
Blattella germianica: 359
Chironomus tentans (salivary gland): 266
Drosaphila: 359
T ¢ Drosophila (salivary gland), puffir 323
Drosophila hydel {fampbruch Y-chromosome),
protein: 285
{isclated salivary giands,
ouclei): 2328
Drosophila melanogaster (glant chiomosomes),
RNA: 339
Galeria mellopeilas 358
Malacosoma: 350
Musca domestica: 358
(ovary): 437
Simulinm: 359
Sciara coprephila (@ )(salivary gland)s 331
cytochrome
Samia cynthia {p), bicsynthesis in, “c: agg

D

Dacus ciliatus - X,35
SMT, prospectss 1559
Dacus cucurbitae { Coquiltet) - X.35
f melon fly]
SMT, Guarm: 1571
progress: 1359
x 1+ development: 1559
-/Or {p}sterilityr 1592
y : disinfestation: froftss 1650
lethal effectss 1650; (4,p): 1647
quarantine treatment: 1847, 1636
stage susceptibility (£, p): 1647
sterflity: 1522, 1650
Dacus domsalis (Hendel) - X,35
[ariental fruit fly]
SMT, progress: 1559
¥ 1 lethal effects (2, £): 1447
quarantine treatment: 1656
stage susceptibility (g, L)z 1447
Dacus oleae {Gmelin) - X35
205
SMT, Greece: 1614
progress: 1558
projectss 1351
X3 ovary: 1335
testist 1335
y: ovary: 1335
{p) sterility: 1154
testisz 1335
radiation: reproductive organsy 1225
Dacus tryond (Frogg) - X.36
[Queensland fruit fly}
labelling, ¥P: 1623
SMT (y), field test, Australfa:r 1587
sterile fly releases, popolation flushing: 1623
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meT]

y¢ disinfestation: 1679
(p} sterility: 1587, 1623
Dacus zonatus - X,35
SMT, prospects: 1559
y: (p)sterility: 1583
Dahlbominus - W.24
¥t eye coleur: 1054-5
Dzhlbominus fuscipennis - W.24
¥t (a, %), eye colour mutations: 1053

;, o, M‘:‘V:a(:')‘rl); eye colour mut‘a.tio'ns: 1053
14 Mey' (3 ¥ Ye colour mutations: 1053
Dasanit-*p {pc.12]
cotton plants, metabolism in: 745
Don

soil, DDT metabolism in, 'C: 622
DDT [D.1]

aerosol on rape, reinfestation, "P; 506

barley, R- and 8-, photosynthesis, *C: €52

birds, stereid metabolism in, “C: 689

dieldrin metabolism, rat, *C: 8678

digoxin-sH metabolism, monkey (heart, liver):
851

DA synthesis, Hela cells, *C: 513

guinea pig, cortisol metabolism and synthesis,

BC: 607
Musca domestica: effects on metabalism, HC:
815

formate-, proline metabo-
lism, “C: 138

glucose utilization: 111
glutathicne turnover: 111
protein synthesis: 111

plasmocytosis, effects on '"hu: 628

protein synthesis, Triatoma infestans, “C: 110
Hela cells, “C: 613

sabbit, effect on plasmocytosis o, ‘™

Auz B27
rat, effect ont dieldrin metabolism, H

C: @78
effect on plasmocytosis in, *au: 827
(livei, cell-free systemn), profein metabo-

Usm, Yor 83

residue analysiss 1729

RNA synthesis, HeLa cells, *C: 613

Triatoma infestans ({ 3, 4), effect on glucose

incorporation {nto protein,
Yo 1o
gletathione tumover, “C: 163
NAD kinase induction, 'C:
112
% : Musca domestica, DDT-susceptibilitys 1164
susceptibilitys 1170
-/x ¢ Tribolfum: 1172
fitness: 1161
(Soaty): Iall
Tribolium castaneum, lethal effeets:
1301, 1410
reproductive po=
tential: 1301,
1410



[DDT )

DDT/x: Tribolium confusum, lethal effects: 1301,
1410
reproductive po-
tential: 1301,
1410
-, convulsive hydrazides: Musca domestica
metabolism, "Cr 815
DDT-*H [D.1]
synthesis via "H-chloral: 818
Musca domestica, metabolism and toxicity: 670
pDT-H Mo
residue determinaton: 604

DDT-'C
double isotope derivative dilution analysis, "
1737
Insects:

Blattella germanica, B-, 3-, (CNS): B37
Boophilus mictoplus, metabolism in: 676
metabolite recovery from:
476
Heliothis virescens (€ )3 distribution, metabo-
listn in: 685, 686
penetration inta: 683,
886, 687
Heptagenia hebe, absorption by: 631
resistance: G311
hlusca domestica, metabolism ing 640, 1791
tetention by: §uo
Oncopeltus fasciatus (e, emb}, uptake by: 610
metabolism in:  B9¢
retention by: 6Y0
Periplaneta americana (ONS): 622, 623
absorption and
binding: 652
{Nerve compo-
nents): 859
{nerye cord),
binding to: 635
metabolism in:
Buh
retention by: 890
Stenonema inlerpunctatum, resistance:s @31
Stomoxys caleitrans, R- and §5-, metabolism in:
877
Triatoma infestans {n}, toxicity: 625
-/ piperonyl butoxide: Triatoma infestans (n),
taxicityr 625
-/sesoxane: Triatoma infestans (n), toxicity:
625
Other animals:
birds, excretion by: 624
blood-suckimg leeches ¥, absorption by; 643
dehydrochlorination by:
643
bluegill sunfish, contents: €16

* Southeast Asian buffale leech, Hirudinarfa manii-
lensis.
Japanese leech, Hirudo nipponia.

[IDDVP-p |

fish, uptake by: 629
elimination by: &30
mouse, metabolism ing 808
tolesance iy  GO3
rat (liver, muscle, brain), binding to: 635
rabbit, metabolism and residues in: 682
snails, contentss G186
hiscelaneouss
hacteria, metabolism in: 877
carrots, distribution, metabolism and residues:
(]3]
metabolism and residues: 71
mud, contents: #16
potatoes, residues in: 644
soil, bicdegradation to DD in: 632
contents: 616
distribution in:  G63
residues in: G4y
yeasl, dechlorination by: 842
IXr-¢, ring-labelled
sesamex 1 Musca domestica resistance: B&7
npT-1-"¢
synthesiss 621
Avdes aegypti, metabolism in: 621
BRY-2-"
synthesiss 621
Acdes aegypti, metabolism in; 621
DDT- %01
carp, residues Int 661
crayfish, residues in: 662
field lests, metabolism and residues: 586
fish {earp), residues in: 662
food chains, tesidues in: 681
frog (tadpotes), residues in: 662
marsh ecosystem, cycling it 661, 662
husca domestica, resfstance in: 624
plants, residues in; 881
production monitorims: BTZ
snake, water-, residues in: 682
tadpoles, residues In: 681
vertebrates, residues int 881
water snake, residues in: 881
weeds, residues in: 862
wild waterfowl, metabolism, storage and
excretion: 620
o-Cl-pPT-1-""C
synthesiss 621
Aedes aegypti, metabolism in: €21
o~Cl-DDT-2-'*(
- synthesisz 621
Aedes aegypti, metabolism in; 621

pive-H [PA,3]
synthesis via 'H-chloral: 618
POVPL"p

cattle, udder resorplion fn:  TO8

penetrating powet { protective clothing): 707
protective clothing, pemmeability ol: 712
rat, absorption after oral administration: 653
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[decinreiric waves]

decinmetrie waves
wood disinfestations  APXN.1
1Jelphacodes sp, - Q.13
L plant hopper |
food chain, “p: 556
trophic transfer index, = P; 558
Bendroctonus brevicornis Leflonte - V.42
[ western pine beetlel
predators: mortality, x:
Dendrolimus pini - 1,22
{ pine spinners)
labelling, Eu, Dy: 499
*fI-deoxycytidine
Irosophila melanogaster {£ 1), genetic effects:
242
sex-linked re-
cessive lethals:
] 43
-0 H-thymidine: Drosophila melanogaster (1),
sex-linked recessive lethals:
33

17358

{”C) desxyeitidine
llyalophora cecropia (p), uiilization by,'*€:; 264
ey deoxyuridine b
llyalophora cecrapia {p), DNA; 269
Dermacentor andersont Stiles - Ae,8
[Roeky Mouvntain wood tick]
ceelogy, G, Pr, e 368
labellitg (immatute forms), "1, "'C, B, 31,
g, Moe: 368
Dermacentor occidéntalis Marx - Ac,B
[Pacific Coast tick]
vyt development: 1397
nutagenic effectss 1397
reproductive potentialy 1397
Dermacentor variabilis (Say} - Ac.B
[ American dog tick]
labetling ({mmature forms), *H, "¢, *p, s,
Mce: 568
Dermatobia hominis (Linnaeus, Jr.) - X, 12
[human bot fly: trapical warble fy]

an

y : reproductive potential: 1543
SMT (y) 1545
Dermestes - V,20
y: lethal effects: 1649
stage susceptibility: 1649

fish disinfestation: 1627

Dermestes vulpines - V.20
[hide beetle]

cholestercl, dietary requirements, “C: 1175
desert locusiz see Schistocerca gregaria
desmasterol- "C

hianduca sexta:
Devorgilla ~ W.18

x ¢ recessive lethals, segregation of:
DFP = diisopropyl phosphorofluoridate
DFP

raouse {(dlaphragm), uptake by end plates,

Mo ®pr 713

399, 400

1104

710

{dichlorvos, 1-"% vinvl]

DFP-"H
acetylcholinesterase distribution, motor and
plates (twitch muscle): 1726

Oncopeltus fasciatus (e, emb), uptake by: 610

DFp-
Pseudomenas melophthora, degradation by:
3

DF-"P
labelling, blood cells, in vitro: 755

rabbit (blood), in vive: 756

mouse, uptake and toxicity: 771
rat, uptake and toxicity: 771

Tad

(liver fractions), incorporation by: 6u3

Diatraea saccharalis {Fabricius} - .3
{sugarcane borer]

¥: behaviours 1621

dominant lethals:

lethal effects:

1148
1133
(emb)s
1621, 1852
fay: 1158
(4 :) 1138
{inheritedi: 1137
{reduced} survival: 1137
radiation: oviposition: 1154
Trichogramma parasitisiz

143
sterilityr

SMT, prospects: 1859
" FPuerta Rico: 1135
diazinon- ¢ [PH,T]

bean plant, absorption, metabolism and per-
sistence jny 730, T4t

Boophilus micraplus, distribution znd

metabolism ins 782

fish, metabolism in: 1761
fresh-water mussel {Flliptio complanatus),
metabolism ing 761
tomatoes, metabolism in: 770
residues int 770
wheat grain, absorption, metabelism, and

persistence fn: 144

soils, degradation by: T4y
soil, distribution on: 730
persistence in: 728, T30
metabolism iny 72y
water, trapslocation by: 761
diazinon, bis-ethyl-1- e
feed additive for Iivestock: 752
diazinon-''C, diethyl-labelled
Psendomonas melophthora, degradation by:
dia_zinon-nP ()
Musca domestica (£ J(cuticle), R- and 5-,
penetration into:
diazinon-"s
agricultural crops, residues in: 770
2-(“(3} diazoacetate
pyrethrin I, synthesis: 851
dichlorvos-"*C, diethyl-labelled [PA,2]
Pseudomonas melophthora, degradation by:
dichlorves, 1-"*C-vinyl-
feed additive for livestock: 752

Tod

750
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[Dicladispa armigera]

Dicladispa (Hispa} armigera - V.13
y: [a, o) sterility: 1281
dieldrin [c.7]
birds, sterold metabolism in, “‘C: 669
Blattella germanica {CNS), calcemia, 4503: 638
ion movernent,
PNas 638
DNA synthesis, Hela cells, *C: 613
forage crops, residues in, “C. *®cw  ges
Periplaneta americana {CNS), calcemia, “Ca:
838
ton moyement,
®Na: 638
protein synthesis, HelLa cells, “e. s1s
radiaton: decomposition products: €17
residue analysiss 1729
RNA synthes(s, HeLa cells, 'C: 513
dieldrin-*H/ ¢
residue determination: 609
dieldrin-'*C
analysis: 1791
purification: 1791
deouble isotope derivative dflution analysis, *Hy
1737
Insects:
Aedes aegypti, metabolism in: 846
B- and $- (subcellvlar compe-
uenis)? interaction with: @58
Blattella germanica {nerve components), inter-
action: 657
Musca domestica, penetration rate into: 6281
possible resistance factor in:
650
R« and 8-, uptake by: 6&74
metabolist in:
874
application: toxicity and
distribution in:
680-1
penetration rate:
581
Oncopeltus fasciatus {e, emb), uptake by: 610
Miscellaneauss
Agpergiltus niger, metabol{sm {n: G486
fish, elimination by: 8230
uptake by: 1123
mouse, metabolism in: 646
Penicillium notatum, metabolism in: 646
Pseudomeonas melophthora, degradation by: 754
rabhit, metabolism in: 654
transport in pregnancy: 638
1at, metabolism in: 646
meltabalism, distribution and elimination
from: 647
-/DDT + rat, metabolism in: 678
soil microorganlsms, degradation by: 660
dieldsin-*
forage ctops, oot uptake and accumulation: 666
rat, metabolism in: 639

[dimethoate-p]

toxicity to: 639
dieldrin, radicactively labelled
wool, absorption by: 629
fastness properties ofs 68Y
differential grasshopper: see Melanoplus differenti-
alix
diglycerides
Lecusta migratoria (fat body, haemolymph),
role in fat trapsport, M C: 404
dihydrodilydroxy carbaryl, carbonyl- M -1abetled
bean plant, pewsistent glycoside metabolites:
&30
dihydroheptachior-*C
Aedes aegypti, metabolism fn: 646
Aspergilivg niger, metabolism in: 8646
mouse, metabolism in: 846
Penicillivm notatumn, metabolism in: 648
rat, metabolism iny 646
dihydresafrole- FiC [A.8]
synthesis: 898
diisopropyl phosphotafiuoridate: see DFP
dimefox [PA,13)
synthesis, 8!1?-': 748
hops, metabolism, **p; 748
residues, o 748
dimethoate {PA.12]
guinea pig (%), EPM: metabolism in, aH: T8
toxicity: 197
mouse (9), EFN: metabolism in, *H: 1797
toxicity: 797
Musca domestica, metabolism in, ‘H: 797
EPN; metabolism in, “Hy 797
toxicity: 797
Oncopeltus faseiatus, EPN: metabolism in, =
747
toxieity: 797
spinach, residues in, r.i,: 779
_ dimethoate-*H
Oncopeltus fasciatus (e, emb), uptake by: 610
dimethoate-"*C
bean plant, metabolism in: 7533
dimethoate-#p
insects, metabolism in, in vitro and in vivor 763
Periplaneta americana (fat body, gut, muscle),
metabolism in: 763
Other Anfrmals:
cattle, application and metzbolistn: 714
percutansous resorption by: 712
under resorpton in: 708
mouse, metabolism {n, iz vifro and in vivo: 763
Flants:
bean plant, metabolism in: 753
cacao beans, residues iny 17
Theobroma cacao L., transiocation ins 717
spinach, residues in: 777, 778
Miscellaneous:
z0il, movementin: 781
protective clothing, permeability of 712
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[dtmethrin-14C] fDMS]

dimethria-''C (B.4] Diptetex~8
Musca domestica, in vitm and in vivo metabo- synthesisz: 743
usm: 852 disinfestation
'i‘,12-dimethylbenzanth.ra‘cene—’ﬂ decimetric waves: wood: APX.1
Drogophila hydei (salivary gland}, localizaton & : wheaty 1844
in: 481 e-accelerators: 1702
dimethylcarbamates- “'C grain: 1646, 1663
rat, metabolism in: 828 stored products: 1660
hydrotysis products in: 828 x 1 economic aspects: 1702
dimethyl sulphoxide (= DMS) [A.8] y& eitrug fruitsy 1690
-/ % ¢ Drosophila melanogaster, genetic effects: eggplant: 1431
1178 fish: 1649
mouse, lethal effects: 898 flour: 1631
dimethyl sulphoxide-*3 foad: 1684
pear trée, penetration and distribution ine 895 foragess 1689
dimetilan-'*C [X.6] fruit: 1672
bean plant, metabolism in: 829 grain: 1883, 1888, 1889
Blattells germanica, detoxication in: B4g bulk: 1635
metabolism in: 848 Tatkey: 1867
Musea domestica, detoxication im 848 USA: 1662
metabolism ins 848 mangot 1850
Periplaneta americana, detoxication in: 848 papaya: 1850
metabolism in: 848 pepper: 1650
rat (liver microsomes), metabolism fn: 839 Plodia interpunctella: 1342
dimetilan, carbonyl-'"\C-labelled rice: 1832
bean plant, persistent glucoside metabolites: 830 Pakistan; 1692
rat, metabolism in: 828 seeds, USA: 16862
hydrolysis prodects in: 828 Sitroga cerealella; 1342
dimetilan, O-'"C tropical fruit: 1883
feed additive for livestock: 752 vegetables: igT2
dioxathion-7p [eH.2] wheat: 1631, 1665
meat, residues in: 738 8en: 1702
milk, residves in: 798 grain: 1701
separation of components: 793 Higer 1702
DIP-*H (= 3, 5-diisopropylphenyl N-methylcarbamate radiation : cereals: 1698
~*H] [X.141 cereal pests: 1633
Oncopeltus fasciatus (e, emb), uptake byz €10 chestnuts {possibility}: 1684
Diprion hercyniae (Hartig) - W.12 fish, possibilities: 1627
[Furopean spruce sawfly] food: 1671, 1885
viruss DNA synthesis, *H: 240 fruit (packed): 1861
Diptera - X. grain: 1830, 1834, 1857, 1678,
chiomazomes, functional organization of, r,1.: 1713, 1790
994 economics (Italy): 1695
DNA {salivary gland), *Hr 347 insects: 1889
(salivary gland, polytene thromosomes), stored products: 1628, 1657, 1698
*H: 337 yegetables (packed): 1691
RNA (salivary gland), *H: 347 %p_disodium phosphate '
synthesis (puffs), *H: 284 Hyalophora cecropia {fat body}, phospholipids:
polytenic replication, r.i.: 327 401
puffing phenomena: 43 Lencophaea maderae {fat body), phospholipidss
"He 290 401
*H, "¢ 255 Periplaneta americana (fat body), phospholipids:
r.i.: 354, 208 401
sclerotization fn, 'iC: 182 disulfoton~"p [ra.gl
Dipterex-"C [PA.1 fertitizer ({mpregnated), effectiveness on cotton
cetton plant, metabolism in: 732 (plant, seed): 776
fungus (Fusarium sp.), degradation by: 732 Di—Syston-nP [PA,B]
Dip:erex-”[‘ Heliothis zea (15}, metabolism in: 699
synthesis; 743 DhS: see dimethyl sulphoxide
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[DNase ]

DMase (= deoxyribonuclease)

Drosophila, activity during development, *He
218, 317

DN 4

Achets domesticus (gonads), “Hz 431
{oocyte), "H: 283
actinomycin D: Bombyx mori (silk gland), *H:
. a2g
Aedes aegypti (hind-gut), *H: 422
Acdes cataphylla, *H: 318
Aedes domsalis, "Hs 318
Anthonorus grandis, spermatogenesis, *H: as8
Bombyx mori {fat body)({), infected with
nuclear- polyhedrosis virus, *Hs
352
{midgut), cytoplasmic-polyhedro-
sig vims, "He 233
{silk gland), *H: 319, 423-7
{in witro), "H: 438
(&5, *H: 260, 261
(tisshe, varfous¥ 1), infected with
nuclear polylredrosis vimus, *H:
352
Chironotnus {giant chromosames), *1: =63
¢puffs), *H: 257
Chironotnus tentans (giant chromosornes), 4,
284
replication im, *H: 224
Chironomus tentans thummi piger, replication
in, *H: 32¢
Chironomus tentans thummi thummi,
replication in, aH: 324
Chironomus thummi {chromosomes}, increase in,
s 293
(glant chromogomes), repii-
cation in, s!-I. Her 2p4
Chorthippas longicomis, meiosis, ‘H: 1088
Chortophaga (neuroblast), H: 275
Chortophaga viridifasciata (gmb-neuroblasty, *H:
274
complementary to IRNA, Drosophila melano-
gaster; 350
Culex inornata, "H: 818
Culex tarsatis, 4. 918
Diptera {salivary gland), *He 347
Diprion hereyniae (vitus-infected and controls),
*Hr 240
Drosophila, polymerase activity, *H: 320
{oocyte), replication, M; 278
spermatogenssis, He 9850
tissue hyperplasia, *H: 304
Drosophila hydei {(brain ganglion), polyiene
muclei, *H: 242
{lampbruch Y—chmgnosomes),
H: 242
larval cycle, *H: 262
(salivary gland), *He 118

[Riynchosciara angelae ]

Drosophila melanogaster, *H, *p; 335
(primary cultures of
embryonic celle),
e, 286
{emb}somatic chroma-
somes), ‘H: 238
{giant chromasomes),
H: 38D
(polytene chionto-
somes), ‘H: 287,327
{nenroblast), 'H: 276
(ovary), *H, EM: 315
(a}{ovary), e 4e7
(ooplasim), M @15
(a)(testis cytoplasm),
e 202
(€3)(sallvary gland},
actinomyein D, *Hz
247
Drosophila viritis (giant salivary chromosome),
i 825
{oocyte), cyloplasmie, *H:5326
Dytiscus marginalis (ovary}: 245
ecdysone: Musca domestica, synthesis in, *Hil7E
Glyptotendipes barbipes (giant chromosomes),
replication in, *Hr 294
grasshopper (neuroblast), s 367, 997
Grylus bimaculatus, oogenesis, '*C: 265
Hyalophota cecropia (a), %C; 269
{p}, synthesis, *H: 346
(p~wing), synthesis in, s
356
insects, metabolism in, “H, ®p: 338
Leptinotarsa decemlineata (emb), *H: 311
Megoura viviae (nurse cells of amphigonic and
parthenogenetic ovaries): 322
mosquito, comparative study of synthesis, *Hs
218
Oncopeltus fasciatus (e), "Hr 157, 282
oogenesis, Acilius sulcatus; 418
Apis mellifica, 'H: 147
Dytiscus marginalis: 41§
Gryliug domesticus, *H: 418
Musca dotnestica, ‘ur 418
Pterostichus niger, H: 418
Phormia regina (emb), °H, “C, ®r: 268
polytenic replication, Diptera (salivary gland),
*Hr a7
Psorophora signipennis, *H: 318
puffs, *H: 313, 834
Rhynchasciara {giant ciromosomes), 'H: 263
repliscation
in, *H: 294
Rhynchosciéra angelae (£), H: 312
(salivary gland chromo-
sQMmes), aI'l: 341
larvat development, "H:
313
puffs, "H: 313



[DNA]

Samia cynthia (a}, "H: 295
(p), synthesis, *Hr 348
Samia cynthia rieini (£), moult cycle, *H: 298
Sciara coprophila (chromosomes, gern line},
H: 15
{# )}{salivary gland chromo=
somes}, 'H: 23l
(giant chremogomes), repli-
cation in, *Hr 294
silk gland, *H: 258, 258
sitkworm (spermatogonia). H° 924
Tenebrio meliter (amb), Y g1t
Tribolium confusumn, life cycle, Yer 260
x ¢ Sarcophaga peregrina(p): 1382
Schistocerca gregaria, c’meinsls, H; 881
sitkwotm (spermatogonial, 'H; 924
y(chronic)r silkworm (spertnatogonia), ‘M. oz
DNA, irradiated-
Drosophila melanogaster: sex-linked recessive
lethals; 121%
DNA, y-irradiated-
Drosophila, mutagenic effects: 1286
DNA (heterologous}, y-irradiated-
Drosophila melanogaster, mutagenic sfiects:
1261
DNA (heterologous), x-irradiated-
Drosophila metanogaster, mutagenic effects:
1225
sex-linked recessive
lethals: 1222
DNA-P (Escherichia col, Drosophita)
labelling, Drosophila {oocytes 13,14); 357-8
DNA-TP (Proteus vulgaris)
labelling, Drosophila (cocytes 13,14): 357
DNA body
Tipula oleracea (oogonia, oocytes), metabulic—.
M 310
DNA polymerase
Drosophila, activity during development, *Hi
317
DNA, r-
Drosophilz, H: 16
Drosophila simutzns, H: 337
DNA transinduction
y : Ephestia kuehniella: 1362
DNP
-/ y: Drosophila (spermatids}, recessive sex-
linked lethals; 1176
dog
chlorfenvinphos, metabolism of, Me: 137
nicotine, metabolism of, 'C: 864
SD 8447, metabolism of, '%C: 894
Dolichoderus guadripunctatus - Ww.14
¥ : oviposition (worker ants): 1313
DOPA-'C[ = 8-(3, 4-dihydroxyphenyl)-fo-'1C)
alanine]
218
Calliphora, metabolism in: 215
Drosophila melanogaster, metabolism in; 218

714

[ Drosaphila j

Tenebrio molitor, metabolism in: 218
o-'*C-DL-DOPA
Diptera, sclerotization ins 182
dopamine- ¥G [= B=(3, 4-dihydroxyphenyl)-( a- 1"1(:)
ethytamine]
218
Diptera, sclerotization in: 182
Drosophila melanogaster, metabolism in: 214
Tenebric molitor, metebolism in; 216
2-"*C-dopamine
CaRiphora ({), sclerotization: 215
Dorymyrmex pyramicus {Roger) - W, 14
[ pyramid ant)
food chain, p: 517, 556
trophic transfer index, Bp: 558
dragonfly * - F.
Arrenurus papillator, substrate suitahility of
wing fors 422
haemolymph circulation, ®g: 483
(wing), ¥p: 432
Bgr 434,435
Drosophila - X, 14
Radioisctopes:
actinomycin D: RNA synthesis, *H: 359
biochemical aspects, r,i.: 46

DNA : (£3, nucleol)), "H: 289
polymerase activity, *H: 320
polymersse activity, during development
H' 316-7
teplication, oocyte, H: 279
spermalogenesis, "Ht 950
tissue hyperptasia, *H: 804
tumour induction, *H: 303
#p, H: 38
Hg {DHAY: lethals (spe.rmatozca)' 35
DNase activity during development, Hr 816-7
tDNA: bobbed mutants, *H: 18
RNA: spermatogenesis, *H: 850
sguthesis. *H: 359
RNAL P 16
Tt RNA. puffsz 333
*H: labelling {spertn): 954
insemination studies: 854

fabelling: {e), "H: 18

oocytes 13, 14, *p, 357, 358

“p: 1283

My 1283
protein synthesis in, *Hr 359

(giant chromosomes), *H: 200

puffs, amino acid incorporation in, *H: 200
radioisotope trangsmutation: 75
®p-spermy (§): genetic effecix' 34
thymidine transfer, «—+ ¢, *a: 1023
*H-thymidine: mutagenic effects: 28, 950
%Y. reproductive potentialy 852

Sz

* See also Aeschna sp,



{Drosophila]

Radiation:
AET/X ¢+ chromosome aberrations {o )= 1203
cosmic rays: 1187
DNA (irradiated): sex-linked recessive lethals:
1027, 122¢
food {irradiated): sex-linked recessive lethalss
1220
mechanism of dose-rate effectss 1245
metation and selection, mathematical model in
' multi-locus: 1483
particle Dradiation, window holder: 176
radiztion: 2nd, 3rd chromosomes, viability:
1508
chiomosome aberrations: 1036
{breaks):
1417
dominant lethals (theory}: 1121
genetic effects: 1094
life span, shortenings 1417
mutagenic effects: D08, 039
repair mechanisis: 905
segregation - distorter (< )3 1036
-/{e-age): stage susceptibility; 1383
-/sensitizing substances: 1200
radiogensitivity (germ cellsh 953
sucrose {irradiated): sex-linked recessive lethals:

1027
e(18 MeV): 1255

(35 MeVy: 1235

€1-8 MeV lm]_w): (p), spermatogenesis: 950

RBE (18 MeV, 35 MeV electron beam}: 1255
n: 909
chromosome aberrations {exchanges), sperm;

1008
n+ mutagenic effects; 1269, 1283

=/x: chromegone aberrations (exchanges),
sperm: 1088

H idss 1
n(15 Mev) speritatozoa, spermatids: 237

stage susceptibility: 1237
pt life span: 1418
malformation {ovary): 1418
t (') 2nd chromosome recessive
P(go0 Mev) lethals; 1080
=yX : {7 ) 2nd chromosome recessive lethalss
1080
¥ : chramosome aberrations, spermatogenesis:
iol¢
DNA: mutagenic effectss 1266
{ey: 1028
gametes: 947
germ cells ( x, early premeiotic): 932
{9y B4
glucose, radiomimetic effects of: 1215
(€, o) mutationss 1177
life spant:  507; {a): 1425
mutagenic effects: 1269, 1282 (acule):
1087
(chronic)s
1087

[Crosophila)

¥: point mutations, spermatogenesis: 1010
recessive sex-limited lethals (sperm, sperm-
atids): 1198
-/arginine: mutagenesis (spermatids)s 1177
-/cosmic fight conditions: genetic effects:
) 1248
-/DNP: recessive sex-limited lethals {sperm,
spermatidgy: 1176
-/space flight conditions; dominant lethals:
1126
x: 1285
(e} 1089
brood sensitivity patterns; 1033
chromosome aberationss 1027, 1033, 1657,
1094, 123¢
exchanges (sperm}:
1loos
meiotic stages:
961-2
spermatocy tes:
1049, 1050
tramslocations:
1263
crossover (X-Y and artosomal) (spermato-
cytes), simultaneous measure oft 1050
chssovers (spermatocytes), Polsson distri-
bution znalysis ofi 1049
development genetics: 915
dicentric chromosomes: 1022
dominant lethalss 13129
deminant Minute-bristle mutationss 1263
darsal mesothoracic diser 1371
genetic loads: 1488
(hard}: point mutations, spermatogenesis:
1010
isochromogomes: 292
lethal effects (e}: 1438
Minutes (I¥): 1280
muwtagenic effectss 915, 1260, 1989,1283
{acute), {chronic): 1087
mutations, genetic risk: 1071
non=dfsjunction: 982
recovery preferential: 1065
sex-1inked lethalss 918
Iethals, spermatogenesiss 1046
recessive lethals; 1197
(e): 1438
recessives; 1129, 1263
sex ratio; 954
single-~hit effectss 918
{+ -} sperm transfer: B3l
spermatide, spermatozoa, radiosensitivity
end recovery: 123448
spermatogensasiss 930
spermatogonias  U&Y
sperimatozoa: ¥51, 470
stage susceptibility, oopenesiss 478
sterility: 1256



[Drosophila]

x: strain susceptibility, chromosome aber-
rations: 1108
suppressor genes: 1283
viabllity: 1065
visibles, oogenesis (X-chromosome): 1051
(wild type o ), mutagenic effects: 1098
yellow mosaic mutation; 1083
(250 kvp): (o) 2nd chromosome tecessive
lethals: 1030
-/ actinomycin D spermatids:s 1235
spermatozoa: 1235
-/ air: sex-linked recessive lethals: 1263
spermatidss 1237
spermatozoa: 951, H70, 1237
-/anoxia: chromosome aberrations; 1220
sex-linked recessive lethatsy 1220
spertnatids: 1235
spermatozaa: 1235
~/BdU: sex-linked recessive lethals: 1187
~fHe: chromosome aberrations: 1220
dominant lethals: 1027
oogenesiss 1027
sex-linked recessive lethals; 1027
spermatogenesiss 1027
-f iodoacetamider spermatids: 1235
spermatozoa: 1235
-/K-phthalate: tumour development: 1173
-/ modifying agents: lethals: 1241
-/ Nz lethal effects {e): 1438
post-radiztion recovery {spermatids from
24-, 48-h-p)
1244
{spermetocytes)s

1242
%/ Nz sex-linked recessive lethals: 1242;

{e): 1283, laag
spermatids: 1234-7

spermatogenesis; 950
spermatozoa: #51, 970, 1234-§
-/N/ Oz lethal effects (e} 1438
sex-linked recessive lethals (e): 1438
-0 lethal effects (¢): 1438
posi-radiation recovery (spermatids from
24~, 43«h-ph
1241
[spermatocytes)s
1242
sex-linked recessive lethalss 1242, 1263
fe): 1438
spermatids:  1234-4
spermatogenesis; 930
spermatozoar 970, 1234-7
-~ tthonucleaser spermatids: 1235
spermatozoar 1215
-, CB 1508: visible, oogenesis ( X-chromosoime)s
10451
-, e 1255
-, ethtyl methanesulphonate: dumpy locus
mutationss 1265

716

[ Drosophila melanogaster]

x, formaidehyde: crossover: 1278
-, Mutagenic effectss 1260
- quinaerine mustard, azaserine: sterility: 1256
-, Tt chromosome zberrations; 1235
-, triethylenemnelamine, phenylalanine (mustard
derfyative): 13260
-, ¥1 sex-linked recessive lethalss 1272
RBE (x, ne MEV): spermatozoa, spermatids:
1237
RBE ("140 kvp* 3"”’{3 )i sex~linked recessive
lethals: 1272
Drogophila affinis - X,14
x % XO-ctr, from X-non-disjunction: 1112
Drosophila ananassae - X, 14
+ (¢mb, 2) chromesome crossover (Spermato-
gonig)r 945
{ p} chromosome crossover: 1012
{er a) chromosome crossover (spermata-
cytes): 1011
radiation; population genetics: 1513
Drosophila birchii « X, 14
x ¢ fitness (population}s 1404
populations, genetic loads 1497
Drosophila buskil - X, 14
actinomycin C: RNA, puffss 334
actinomycin D RNA, puffs: 324
puffing, DNA synthesis, “Hy 834
RNA synthesis, *H: 834, 450
protein synthesis, *H: 450
r.i,z 334
puff strecture, r.i.e 384
purefiiycin: amino acid incorporation, puffs:

334
Drosophila hydel Sturtevant - X.14

amino acid, incorperation into giant chrome-
sormes, o118
carcinogenic hydrocarbons (salivary gland), *He
451
DNA (brain ganglion, polytene nuclei), “He 242
s'ynthesis.'lanral cycle, He g8z
(salivary gland), *H: 118
RN A (salivary gland, isolated), "u: 23y, azs
ecdysone: BNA (puffsy, *H; 11§
lampbrush Y-chromosome, DNA, ;e85
RNA, *H: 285
protein, *H: 285
structure and funetion,
*H: 285
¥ia, biological half-life;: 465
turnover tor 465
puffs, *He 115, 118
xt (a 7Y Antennapedia mutant: 1130
chromosome: aberrations (non-digitnction,
X.oy 1005
Drogophila melanogaster - X, 14
Radioisotopes and Labelled Compounds:
acid saluble fraction {primary cultures of embryo-
nic cells), ¥P; 288




[Drosophila melanogaster]

aging: thymidine incorporation (murse cells), *Hi

354
amine acids (p,8), "“C: 165
2-amino-4-hydroxy-8-hydroxymethylpteridine~
10-C, synthesis: 198
metabolism: 188
2-amino-4-hydroxypteridine-10- "C, synthesis:
198
metabol-
ism: 198
B-alanine (p, 2}, He: 165
biopterin, metabolism of, C: 310
chitin synthesis, rate of, “Cz  93b
DNA-containing body (aXtestls, cytoplasm), *H:
242
DNA, detection (#3)salivary gland), actino=-
mycin D, *H: 247
(emb¥somatic chromosomes}, *H: 238
(giant chromosomes), Mr 339
(irradiated-}: mutagenic effects: 1225,
1261
{neuroblasty mitotic chromosomes), *H:
276
{ooplasm}y, “us 315
{polytene chwomosomes), *H: 287, 227
(primary cultures of embryonic cells),
¥p; 286
-RNA-DNA hybridization, *H: 350
RNA, (glant chromosomes), YHs 339
(primary cultures of embryonic cells),
®pr 286
puff formation, *H: 1314
MRNA (imaginal dises), *H: 151
fatty acid metabolism, 'H, *¢: 378
fatty acids, biosynthesis of, H: a7y
{fish-spetm DNA}: sex-linked recessive lethalss
1g2ls
*H: 228
development: 1073
*H: visibles: 1073
*H,x: visibles: 1073
s‘H«ciem&ycyt:[r:lil:le: (21) genetic effects: 292
sex-linked recessive
lathalss 33
*H-leucines tumour induction (£): 31
*H-thymidine: (11), genetic effects: 292
sex-linked recessive
lethals: 33
lethals effects: 142%; (3 26
tumour induction {£3: 31
*H-uridine; tumour induction (£); 31
histone acetylation: RNA synthesis, ‘H; 145
injury: feeding, ¥Na: 477
humidity reaction, ®Na; 477
kynurenine: Drosophila melanogaster, hydroxy-
tation in, *H: 152
labelling: *H: 12
ey, : 12

[Drosophila melanogaster]

labelling: chromosomes (¢ 3)salivary gland,
tissue cultute), *H: 439
sperm, °H, ®p; 20, 21
cogenesist °“H: 447
r.i.: 433
ovaty, thyimidine-incorpotation in, *H, EM: 31§
®p; DNA (sperm), mosaicst 35
metzbolistm: T4
mutagenic effects (lethals): 74
:“P. incorporation in sperm; 74
phospholipids (primary cultures of embtyonic
cellsy, ¥ps 286
ploidy: isotope incorporation rate; 1725
protein (haemolymph) turnover, *H, “C: 118
(f,pr 118
synthesis (cell-free preparations), *H,
- Yoro1s0
{imagined discs), "H, *C: 151
oogenesis, “C: 453
prateins {p), amino acid incerporation into, ey
158
pteridines, biosynthesic, "*C: 227
puffing, *H: 145
putine catabolism, Yey 159; (#): 1s0
redundancy of DNA complementary to amino
acid BNA, *H: 335
"Ry sex-linked lethalss 1527
sepiapterine biosynthesis, ‘C: 188
synthesis, “C: 183
spermidine; RNA synthesis, *H: 264

‘sperm transfer, *H, ¥p: 20, 21

thymidine: sex-linked recessive lethals: 1218
teratogenesis: 1218
tramsfer from o to 2, "Hy 21
tube closures (plastic caps), feeding tests, #p,
1744
tyrosine, metabolism of, “C: 218
Y : mutagenic effects (lethalsy: 74
y, incorporation in sperms: 74
metabolistm: 74
Radiaton:
cosmic radiation/ cosmic flight conditionss
dominant lethals: 1232
sex-linked recessive
lethals: 1232
-/ weightless-vibration: chromosome rearrange-
ments: 1180
sex ratios 1180
-/space conditions: chromosome aberrations:
1453
-/ weightlessnesss mitosis: 1453
repraductive potential: 1452
mutation data, computer file: 1985
radiation: chromosome aberrations: 1006
dominant lethals, stock differences in
frequency: 1155
(e) development: 1375
gametogenesis, differential suscepti-
bility: 977
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[Drosophila melanogaster]

718

radiatiofi: histories, recessive lethals (1): 1509
intemspecific competition: 1484
mutations (II), heterozygous effect

of: 1102, 1428
natural ionizing: reproductive po-
tential; 1434
pepulation genetics: 1513
stage susceptibility, spermatogenesis;
942
various strains, competitive inter-
action among: 1478

-/HS: 1202

radiation damage, repair of genetic- + 977

radioactivity, natwal: developments 1374

SMT ¢ 1791

cage tests, U,5, 4, 1613

o ¢ chromosome aberrations: 1021

sex-linked recessive lethalss 1021

behaviour: 1468

(2, pp). chromosoime aberrations: 940

dominant lethals: 940
léthal effects; 940
sex-linked recessive lethals: 940
teatis; 940
n: chremosome aberrations: 1513
dorninant lethals: 584
germ celis (®); 937
ng ¢ pre- and post-meiotic germ cells; 940

o m
"o

stage susceptibility (oogonia,
opcytesy: 1188, 1189

] t 1026
n(12-1 £ MeV) chromosame aberrations

protons: dominant lethals; 1233

sex-linked recessive lethals; 1223
p(BOO MeV)= 1ind-chrornosome recessive lethalss

1681
¥+ aneuploidy in oogenesis, influence of gena-
type om: 1004
banana diet: development: 1195, 1196
longevity: 1195, 1198
reproductive potential: 1185,
1108

"¢ (0,2-0.3 Mev)

behaviour: 1475

chromosome aberrations; 1513
dominant lethals: 1223
interspecific competitions 1494

{acarte), {chronic):

1485
(2.pp), chromosome abetrations: 940
dominant lethals: 240
lethal effectss 940
sex=linked recessive Iethals: 940
testiss D40
lethal effectss 1428:; (&) 1446
life span:  1407; (a)r 1406, 1415
longevity (a): 1358
mutagenic effectss 1210
radio-resistance and longevity, relation-
ship betweens 1424

[Drosophiia melanogaster]

radiation resistance, inheritance of: 1094
senescence: 1415
sex~linked recessive lethalss 33, 1214,
1223, 1270
= and sub-lethals (¥ gametes): 1069
(e, fertilized by
irradiated gametes):
1088
spermatogenesiss 1175
stage susceptibilitys 1448; (e, £,p,a)
1358
sterility: 1308, 1613; (F,c )z 1140
mcrose-1 sex-linked recessive lethals: 1222
visibles {stemoplural chaetae, number)s
1489
-/ arginine: spermatogenesisz 1175
-{ aromatic compounds: sex-linked recessive
lethals; 1270
-/ indene compounds: mutagenic effectss 1310
lethal mutations: 1209
-/ maleic hydrazide; sex-linked recessive
lethals: 1214
-/ *H-thymidine: lethal effects: 1429
-yapholate: steriifty: 1308, 1813
-, aromatic compounds: sex-linked recessive
lethals: 1270
-,chemosterilants: sterflitys 1791
=, EM5: visibles (sternoplural chaetae, number}:
1489
- &,58,,8,Mm,t behaviourz 1475
-, indene compounds: mutagenic effectss 1210
-, mitomycin Cs sex-linked recessive lethals:

1280
-. mitomycin C: semilethalsz 1280

-, ‘H-thymidine: lethal effects: 1429
-, peotons:  dominant lethals: 1223
sex-linked recessive lethalss 1223
xz adult emergence: 1211
cell killings 978
chromosome exchange: 1786
chromoesome
aberrations: 986, 991, 1007,1021, 1026,
1048,1139,1229, 1420
{att-X, Y, exchanges): 1018
(Ivy; 1072
{ < ¥ crossover), mechanism
_ of: 1025
{emb} development; 1029
(exchange between Y and
IV} 960
fate in laboratory pupu-
lations; 1518
genetic analysis in labora-
tory populations: 1519
{loss);  1305-1
{non-disjunction, X} 958-%
{cocytes): 1040-2
{oocyte, sperm): 1034-5,
1043



[Drosophila melancgaster]

¥:chromosome {primary spermatocytes); 983
abemations, {recipracal transtocations)s
1013-4
speimatogenesis: 921, 980
(spermatogonial crossover):
845
competitive ability: 1470
crossoverss 1009, 1430
damage and repair (sperrmatids): 965
development: 1254
(e), developmeat (early emb), cytological
study: 1384
DNA: sex-linked recessive lethals: 1222
dominant lethalss 978, 1151, 1191
egg hatching: 1164
egg susceptibility: 1194
{e, £}, erupt effect: 1097
eye, somatic crossovers 1330
eye plgment variegation, position effects
Li2a
fecundity: 1491
fimessz 1470
genetic loads 1508
genetic load components; 1510
genomes {entire), genetic damage: 1516-7
germ cells (2); 937
{7y 2), genetc effectsr 1683
{pre- and post=-mieiotic)y 940
hatching time: 1212
heternzygotes, viability: 1063, 1500
(¢™-) insemination success and genetic
damage: 1321,1322
{& - ), immobilization; 1282
lethal effectss 1095: (e} 984:
{emb)y 1395
lethals: 1084, 1491; (I1): 1530: (Iv): 1072
life span (triploid and diploid 9} 1414;
{a}: 1415; (a, oy 1282
microevolutionary processess 1495
Minutes {sperm, comecutive matings): 1078
masaic patches, dumpy locus: 1078
mosaic production: §2%
mutagenic effectsz 1095, 1211
(saft) mutation dose frequency relation:
1086
{&), mutation frequencies in successive
sperm ejaculates: 1105
(acute): motation frequency: 1092
mutation rates at specific autosomal lociz
943
cogenesis: 955, 1188-9
ovary: 955
phenogenetics of fw locuss 1067
phenotypic variance: 1515
population density: 1481
population dynamics: 1480, 1400
populations, genetic load: 1487
radiosensitivitys 1420

[Drosophila melanigaster]

x: radlosensitivity, 3rd-order rotable design:

1419
recessive lethals: 1180, 1250-1, 1361
{ay 1052
recombination (X-): 1259
recovery phenomenon: 20
(<, a) reproductive potential: 102; (o, 9):
1311
revession (white-{vory}: 1058
rosy mutants, xanthine dehydrogenassr 9320
selection (bristle number): 1502
selection response (abdominal bristles)s 1502
selection: viability: 1485
{a}r senescence: 1415
sex-linked lethals: 1229
{2 wild-type stacks): 1152
sex-linked recessive lethals: 34,965,084,
1575,11320,
1191, 1226,
1508
dose depend-
ency: 980
spermato-
genesis: 21
sex-linked recessive lethals and sublethals
(- gemetes): 1069
(e-fertilized by irradiated gamete):
1069
sex-linked recessives, spermatogenesis: 944;
(F-, 8-, 201 1085
{), sex ratige 1090
somytic mosaics (2): 1110
sperm susceptibility: 1108
spermatogenesis: 985, 1229, 1246;
(f,a)y 102
stage susceptibility: 980
spermatogoa, autosomal recessive lethals:
888
spermatogonia, autosomal recessive lethalss
#85
differential radiosensitivity
oft Y87
{f, p,2), spot production (brown); 1118
stage susceptibility (e): 984
{emb): 1395
sterilitys 021, 544, 1090, 11349;
(5,3 1140
stock (homo- and heterozygous) suscepti-
bility: 917
strain suseaptibility (Iso- Amberst, Oslos
1278
suppressor-erupt system: 1253
{a, &} testie: 978
transiocations: 984, 1190-1; (2): 1062
(for lethals study)y: 272
reciprocal; 1013-4
{2 wild-type stocks): 1152
triplo-X-0 inctdence, offspring of attached-
X lo4d
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[Drosophila melanogaster |

%: tumour incidence: 1174
viability: 1489; (e-a): 1485, 1510;
(heterozygotes}s 1064
viability mutations: 1507
spermatogonia: 1084
visibles; 1133
{polygene}, brood sensitivity: 1082
white-crimson gene, w1070
white locus(X-chromosome)t 1084
(?) whole-body and fractional mutations,
frequency comparison; 1074
TY-suppressed lethals in antogome: 1057
x : lInd-chromosome recessive lethalss
{250 kVp) 1081
x{fractionated): chromosome aberrations
(oocyte Ti; 1221
dominant lethals {oocyte T)z
1221
sex-linked recessive lethals
(oocyte )3 1221
-/ actinomycin D: mutagenic effectst 1211
-/ AET: chromosome aberrations (o ): 1204
-/ age; chroinosome aberzations (somatic
crossing-over): 1039
life span: 1405
-7 air: chtomosome aberrations: 1229
egg hatching: 1184
lethal effscts (emby: 1395
sex-linked lethalss 1229
spermatogenesisy 1228
stage susceptibility {emb): 1395
suppressor-erupt system: 1253
turour incidence: 1174
-fanoxias dominant lethals: 1224
-/ Arz dominant lethals: 1191
recessive lethalss 1150
sex-linked recessive lethalss 1191
translocations: 1190, 1181
-/ AT chromosome aberrations: 1204, 1207-8
-/ ATP/N: chromoscme aberrations; 1208
-/BUdR; sex-linked recessive lethals: 1201
=fCO (dark): recessive lethalss 1180
tranglocations; 1190
-/colchicine: chromosome aberrations (loss):
1208
-/ CO/ftime factor: stage susceptibility, sperm-
atogenesisz 1248
-/ DMS: chromosome aberrations: 1178
dominant lethalk: 1173
sex-linked recessive lethals: 1178
-/ecdysone; lethals: 1134
-/ ethyleniminé: mosaic lethals; 1251
recessive lethals: 1250-1
-/He: chromosome aberrations (oocyte T)z 1221
dominant lethals {oocyte TH 1221
germ cells {<, ?), genetic effecis; 1833
recessive lethals: 1180
sex-linked recessive lethals (oocyte T):
1221

720

{Drasophila melanogaster]

translocations: 1180
x/heat: recombination (X-chromosome)s 1259
-/magnetic fields: genetic effecs: 1185
-/mitomycia C: mutagenic effects; 1211

“f n(lz_ 14 Me.vf chromosorne aberrations: 1026

-/ N: chromogome aberrations: 1229
domnant lethals: 1224
egg batching: 1194
lethal effects (emb): 1395
post-irradiation recovery {spermatids from
24-h(p)): 1243
sex-linked lethals: 1229
sex-linked recessive lethals: 985
sperm physiology: 1224
spermatogenesiss 1229
stage susceptibility (emb): 1395
-/ N-ethylmalemnide: sex-linked recessive
- lethals: 1228
-/NaF; chromosome aberrations (translocations):
izl
mutagénic effects (spermatozoa); 1211
-{NO: recessive lethals: 1180
translocations; 1390
-/ NO/time factor; stage susceptibility,
spermatogenesiss 1248
-{0: dominant lethals: 1191, 1234
gemn cells (o, %), genetic effects: 1683
lethal effects (emby: 1395
post=-irradiation recovery (spermatids from
24-h(py)r 1243
recessive lethalss 1180
sex-linked recessive lethajs: 965, 1181
-/ Ot sperm physiology: 1224
stage susceptibility (emb): 1385
suppressor-erupt system: 1252
tramslocationsy 1190, 1181
tutnour incidence; 1174
-/Othigh pressure): {a, o’ ), life span; 1282
-/ O/ time factor: stage susceptibility, sperm-
atogenesis: 1248
-/ peniciliin: notagenic effects: 1095, 1227-8
-/ puromycin: mutagenic effects; 1211
-/sigma virus: development: 12564
-/ Ty chromosome aberrations: 1038
dominant lethals {X-chromosome): 1198
sex-linked recessive lethals ( X-chromo=
some); 1188
lethal effects {emb): 1395
stage susceptibility {emb}: 1395
-/ Tfhighl: sex-linked recessives, spermato-
genesiss $44
-/thymidine: sex-linked recessive lethals: 1218
-/ toyomycin: sex-linked recessive lethals: 1508
-/vrethane: chromosome aberrations {lossh: 1206
-, o+ chromosome aberrations; 1021
sex-linked recessive lethals: 1021
- )r,"‘H-deoxycytidinefH- thymidines sex-
linked recessive lethals: 33



[Drosophila melanogaster]

x,EDTA: chromosome aberrations {crossover),
different strains: 1230

-, EMS, ICR-100: recessive lethals: 1264

-, formaidehyde: chromosome aberrationss 1273

mosales: 1273

-, 'H: visibles: 1073

-, ICR=-100: viability mutants: 1282

-ung pre- and post-melatic germ cells: 948

3 stage susceptibility
(oogonia, cocytes): 1189
-, nitroto compounds: mutagenic effectss 1384
= : Tind chromosome recessive
Flgoo Mev) lethalss 1081
=, tryptophan metabolitas, eye colour mutantss
tumour {ncidence: 1174
X-chromesome {f, 2} (salivary gland)}(2},
replication in, *H: 241
em: behayiour {orentation)s APX, 7
genetic effects: APX.7
RBE(n, x): survival curves {e = &) 9537
4 nf, x): chromosome aberrations (trans—
locations 1T, IT): 1188
sex-linked recessive lethals: 1188
(%,n.): pre- and post-meiotic germ cells:
f 949

"M 0.2-0.3 MeV)

Drosophila nebulosa - X.14
v+ fitness: 1505
interspecific competition: 1505
Drosophila psendoobscura - X.14
ovary {a}, function and growth, o 41
x ¢ chromosome aberrations: 1047
{isogenic sirains) invemsions, equilibria: 1031
radiation: population geneties: 1513
Drosophila serrata - X, 14
x; fitness: 1404, 1520
populations, genetic load: 1497
Drosophila sirnulans - X,14
tDNA, H: 336
BNA, *H: 338
y: interspecific competition; 1494
(acute): intempecific competition: 1465
{chrenic): interspecific competition; 14835
Drosophila subobscura - X, 14
age: prolein synthesis, *H: 136
x: (ay life span: 1415
senescencer 1415
y: (a): life span: 3415
senescencet 1415
radiation: population genetics: 1513
Drosophila tropicatis - X.14
y: intersspecific competition: 1494
Drosephila virilis - X.I4
DHA, cytoplasmic-, {cocyte), ‘4 326
DNA synthesis (giant salivary chromosome), i
325
histidine Incorporation (¢ Xsalivary gland
chromosomes), *H: 201
protein synthesis {ribosomes), 'YC: 143

[ecdysonel

RNA (23,pph "H: 277-8 .
X ¢ eye pigment variegation, position effect:
1323
spermatogenesiss 952
Drosophila willistoni - X, 14
y: fimesss 1505
intempecific competition: 1505
lethals: 995
radiation: paopulation genetics; 1513
dryweod termite: see Calotenmes flavicollis
Buzban-'C LPH,5]
syntheafs: 764
bean plants, uptake and translocation inz 791
corn plants, uptake and translocation in: 791
fish, metabolism ins 89, TOO
plants, metsbolism in: 78¢, 790, 793
sorption ard translocation in: 7583
rat, metabolism inz 789
soil, metabolism in: 790
Dursban-*C1
bean plants, uptake and tramslocation fn: 791
com plants, uptake and translocation ins 791
fish, matabolism inz 789
plants, sorption, trapsfocation, and metgzholism
ing 78S, 793
rat, metabolism fn: 789, 792
Dysdercus peruvianus = Q,17
[ Peruvian cotton stainer]
yo l2go
dysprosium
labelling, Dendrolimue pinis 499
(forest) insects: 23
Lymantria monacha: 499
Lymantria monacha, dispemal: 499
Dytiscus sp. - V.21
mosquito predation, 2o, 545
Dytiscos marginalis (Scop,) - v.21
“rn, "5, "ra, Pos, *Ce, accnmulation
in: 510
DNA, oogenesis (oocyte chromosonmes
nucleoll), *H: 418
{ovary; extrachromosomal): 245
RNA, cogenesis {oocyte chromnosomes
nuclesli), *H: 413
radfation: behavionrs 1463

E

earwig: see Chelisoches morio
earworm, corn: see Heliothis armiger
Eastern subterranean termite: see Reticulitermes
flavipas
Eastemn tent caterpillars see Malacgsoma americanum
ecdysone
Rev., t.i,z 1Tl
mode of action, r.i,« 172
{bic)chemistry and mode of actiom: 170,1015
biosynthesis, e 190
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[ ecdysone]

Bombyx maori (Dp), glucose conversion, '*C; 98
Chironomus tentars, puffing, 5 189
Drosophila hydet {#)(puffs), *H: 115
~/x: Drosophila melanogaster, lethalss 1184
feucine incorporation into hepatic protein, e
123
Musca domestica, DNA synthesis, H; 178
glucese metzbolism, THs 178
protein metabolism, 3H: 176
RMA synthesis, *H: 176
protein metabolism, insects, *H, MC: 217
puff induction: 170
puffing phenomena, Chironomus tentans, “Hp
449
RNA metabolism, "Hz 173
insect, Hr 217
Samia cynthia (dpp}, glucose metabolism, C3
123
*Heecdysone
Chironommus tentans {puffs): 253
economics
irradiators: agricultural products: 1702
®Ca: grain disinfestation, bulkz 1701
EDTA
Culex pipiens, accumulation ccefficient for
1,1, (various)y 83
-+ X7 Drosophiia melanogaster (4 different
strains), chromosome crossovers 1250
EDTA = ethylenediaminetetraacetic acid
Egypt
SMT, Prodenia litura, prospectsz 1148
Elasmopalpus lignosellus {Zeiler) - U,26
[lesser cornstali borer]
RBE {90 kVp x=, 20 kKVp x-, *"St B-}: (e): 1277
Elasmoelotnus sordidus {Fabriefus) - Q.10
[ peanut litter bugl
B-indoly! acetic acid (saliva), synthesis, U
193
plant hormone synthesis, **C; 193
saliva, physiology and biochemistry, '*C: 192
electromagnetic radiation
abnormalities (functional-morpholegical)}: APX, 7
behaviour (orientation);  APX.7
genetic effectss APX,7
insect cantrol: APX,4
passibilities for, Rev,: 1548
fumours:  APX,7T
-, ¥ie.8.: Drosophila melanogaster, behaviour:
1475
electron accelerators
disinfestation, Israel: 1702
Japan: 1676
electron micrazcopy
autoradiography, RNA, Bombyx mori (silk gland),
H: 238
Smittia, RNA {nucleolus), H: 281
% = grasshopper (emb), diapause: 928
electron microscopy, scanning
Musca domestica: 1747
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[entomolegy ]

Tenebria molitors 1747
Tribolium confusumn, developmental stages
(e, 8,p,ap 1748
electron mictoscopy, sterecscopic scanning
Tribalivm confusum (live); 1741
electrons
1-8 MeV pulzet: Drosophila {p), spermato-
genesiss 950
18 MeV: Drosophilas 1255
35 MeV: Drosophila: 1255
-, %z Drosophila: 1255
disinfestation; 1544
wheat, disinfestion of; 1547
wheat products, disinfestation oft 1844
RBE (18 MeV, 3§ MeV): Drosophilas 1255
electrostatic fields
-+ % e,m.: Drosophilz melanogaster, behaviour:
1475
Fleodes hispilabris « V.48
[dazKling beetie]
distribution, elevational: 509
ecology, Hanford srea: 509
Eleodes tongicollis - V.46
[ Adzons desert beetle)
p-benzoquinones, biogenesis of, C; 190, 214
defensive secretion, component of, Yoy 214
Empoasca sp. = QQ.8
(leafhopper)
food chain, ®p: 556
trophic transfer index, ©p; 556
EMS (= ethyl methane sulphonate}
1489
-, ¥t Drogophila melanogaster, sternoplural
chaetae: 1489
-.Xt Drosophila, dutnpy locus mutations: 1265
-4 %, 1ICR-100: Drosuphila melanogaster: 1384
Encoptopholus sordidus (Burmeistery - H.1
x ¢t chromosome aberrations (stickiness), neuro-
blasts): 1017
endocuticle
Calpades ethlics, deposition in (25}, *H, C,
B 419
endosutfan=*C {c.9]
mouse, metabolism, storage, excration; 619
endrin-"C {c, 8]
Aedes zegypii, metabolism fn: 646
Aspergillus niger, metabolism in: 848
monse, metaboiism in: 646
Penicillium notatum, metabolism in: 648
rat, metabolism in: 644, 646
Enicmus minutus Linpaeus - V.46
Fsalami pest)
x : lethal effects: 1693
life spanz 1693
stage susceptibility (e, a): 1623
entomology
atornic energy in, Daccat 1779
radicisotope applications in, survey: 1977



[enomology]

radioisotopes and ionizing radiations in;
bibliography: 1755
tadioisotopes in; 45
tadivisotopes in agricultural-, France: 1730
use of radioactive isotopes and ionizing radiation
in, swveys 1787
entomalogy, agrasian
ionizing radiations and radioisotopes in, (survey):
1533
Ephestia - U,38
*H-BOU: abnotmal scales (wing); 249
mitotic activity: 249
5-BDU: somatic mutations, 'H: 248
*H-thymidine: abnortnalities (wing): 29
{2}, lethal effects: 29
mitotic activity: 249
Ephestia cautella - U,36
[fig moth]
y: lethal effects; 1668
sterility: 1668
Ephestia knehniella Zeller - 1,38
[Mediterranean Flour moth]
y¢ development: 1362
DNA transinduction: 1362
lethal effects (2): 1438
ovary: 1338
stage susceptibility: 1362, 1684
x 1 stage susceptibility, somatic mutationss
1367
-/ Tt (p) somatic mutation spectrum: 1367
Ephippiger ephippiger Fieb, - H.9
¥Egr, 19, 13%Cy, distribution in (a): 53
To-"H-epicholestanal: 364
Epilachna vwarivestis Mulsant - V,18
[lady heetle]
y: developinent: 1258
reptoductive potentialy 1258
stage susceptibility: 12538
sterility: 1258
x 1 lethal doses; 1258

EBN {rC.8)
dimethoate metabolism, insects, mammals, SHe
797
erythroptern-'*C
pteridine interconversions, Colias eurythemes
234
Escherichia coll

inzecticide absorption, “C: 874
metabolistn, "C: 574
ethanolamide, phospholipid-
Acanthelyda nemotalis, synthesis in, “C: 409
Carauglus morotus, syntheyis in, Mo 408
ethanolamine-C
Hyalophara cecrepia (fat body), phospholipidss
401
Leucophaea maderae (fat body), phospholipids:
401
Petiplaneta americana {fat body), phospholipids:
401

[evergreen bagworm]

{2-"*C}) ethanolamine

Musca domestica (2 )(fat body), incorporation

into; 355~-8

ethyl alcohol-2-*H

Periplaneta americana (abdominal nerve cord),

permeabilitys 429

2= l‘C) ethyl aminoacetate hydrochloride

pyrethrin I, synthesis: 851
N-ethylmalemide-

-/x: Drosophila melancgaster, radiosensitiza-

tion; 1226
sex-linked re-
cesgive lethalss
1328

N-ethytmatemide~1-"'C

firefly luciferase analysiss 231
ethyl methane sulphonater see EMS
ethyl pa.rathion-ﬁl’

cauliflower: 788

Chilo suppressalis, degradation by: 738

Perlplaneta americanar 788

rat {liver homogenates): 788
ethylerediaminetetraacetic acids ses EDTA
efylenimine

-/xt Drosophila melanogaster, recessive lethalst

1250
-. Xt Drosophila melanogaster, recessive lethals:
1250
Eudia pavonia Linnaevs - U,43
"sp, 11, 1cy, distribution in (£): 53
Eumecopus punctiventris Stil = Q.15
(stink bug)
8=indolyl acetic acid (saliva), synthesis, “er
193

plant hormone synthesis, *C: 193
saliva, physiclogy and biochemistry, Y 192
EURATOM = ITAL
research activities (1988): 1551
European brown cricket: see Acheta domesticus
European chafer: see Amphimallon majalis
European corn barer: see Cstrinia nubilalis
European pine shoot moth: see Rhyacionia buotiana
Eurepean praying mantis; see Mantis religiosa
European red mite; see Panonychus ulmi
European spruce sawfly: see Diprion hercyniae
Eurcpiuim
labelling, Dendrolimus pinit 499
(forest) inzects: 23
Lymantria monacha: 488
Lymantria monacha, dispersal; 499
Eurycotis floridanz - H.2
cholesterol, -esters and related sterol absorption
(intestine), °H, “C; 364
steroids, tissue distributfon of, °H, *C; 383
sterols, distribution and turnover of, sH. Yoy
282
tissue distribution of, *H, *c: 283
evergreen bagwotm: see Thyridopteryx ephemerae-
formis
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[eye]

eye
B3 moth; 1317
¥t Dahfbominus, colour mutations: 1323
x ¢ Drosophila, variegation pattern of pigment:

1323
F
fal} armyworm: see Laphygma frugiperda
Spodoptera ftugiperda
fal] webworms see Hyphantria cunea
fallout
removal by insect biomass, *'Srt 528
famphur-"H {pC.13]

calf, absorption and metabelistn in; 727
Oncepeltus fasciatus (e, emb), uptake by: 8610
sheep, absorption and metabolism In: 727
famphur, 2-"H-phenyl-labelled
feed additive for livestoch; 752
Fannia canicularis {Linnaens) - X.19
[littte hotse fly]
v: development; 1373
lethal effectss 1313
stage susceptibility: 1373
sterititys 1373
Farinocystis tribolit
-/x: Triboliumn castanenm, radiosensitivity:

1163
fat body
Bombyx mori, glycine accumniation in, Yo
134

NA synthesis in nuclear-poly-
hedrosis-infested-, *H: 352
Calliphora erythrocephala {£), protein, “Cs 205
protein synthesis,
in vitre, 1*C:
203
Calpodes ethlivs, protein granules in, My 141
{25, p), protein sequestration,
*He 187
protein sequestration by, 3H:
140
Galleria mellonella (R), glyceride synthesis,
Mce 208
(2}, uptake and release by,
Mo 407
Hyalophors cecropia, glycogen synthesis in, “e:
100
trehatose synthesis in, ¥Ci
100-1
Leucophaes maderae, glycogen metaboliym in,
He: 1o
glycogen metabolism in
reproductive cycle, Yo
106
hormones: protein syn-
thesis (in vitro), C: 235
Locusta migratoria, diglycerides in, Gz 404
fat synthesis, Yc; 408

724

[fenthion-*%]

fatty acid incorporation,
Mo 404
triglycerides in, C: 404
Musca domestica {£), Ca: ethalonamine incor-
potation into, *C:
1%35-% 368
'Ca Pr 387
setine incorpotation,
Yc: 268, 368
Periplaneta americana, uric acid metabolism,
" 837
Philosamia cynthia ricini, RNA during develop-
ment, u?: 848
Phormia regina (2 Xceli-free preparation),
lipid-bound carnitine derivatives
in, ™C: 389
Sarcophaga bullata (2}, neutral Hpid metabo-
lism in, C: 398
phospholipid biceynthesis,
e, Bp 491
fat synthesis
Locusta migratoria { fat body), c: 403
fat tzansport
Locusta migratoria, “C: 404
fatty acids
Anthonomus grandis (£), metaboliclfcnversibn
in, "C: 1136
synthesis, C: 1136
Avicularia avicularia, synthesis by, “C: 408
Calliphora erythrocephala (£), “C; 361
Drosophila melanogaster, biosynthesis, "H: 379
metabolism iR, ’H,
"y 3w
Galledia mellonalla, () esterification in, *Cs
405-6
lipid synthesis, Caravsins morosus (ovatiale),
“es ao0
Galleria mellonela (avariole),
ey 390
Periplaneta americana (fat body), release from,
Mo 420
fatty acids-"C
Lueilia cuprina (thoracic fissnes), oxidation,
development; 369
Periplaneta americana {abdominal nerve cord):
M2
Tuberolachous salignus{ganglia), permeability
ofty 84
fatty acids (saturated), 1-'*C-labelled
Bomibyx merl, metaboliem in: 397
fenthion- ¥p [pC.11)
cattie (lactating cow), metabolism fn: 747
residues in; 747
Culex fatigans (), amorption by; 785
resistance mechanism of:
196
milk, residues iny 747
feathton- "%
Cimex lectularius, metabolism in; 501



[fenthjcn~?55 ]

Stomoxys calcifrans, metabolism in: 801
fibroin synthests
Bombyx mori {{ }(posterior silk glarnd), amina
acid incorporation intor 222;
Mc,%g: 117
effects of actinomycia on,
Cr 221
effects of mitomycin on,
“ee 231
field cricket; see Gryllus firmus
Fiji
SMT, Perkinsiella saccharida, prospects: 1144
firefly luciferase - V.26
sulphhbydryl peptide, iselation and sequence at
active site, 'C: 231
fish
DDT, uptake, *c: 629
climination of, "'C: 830
residues in, *¥Cl; 661
diazinon metaboiism fn, *C: 761
dieldrin, uptake, %Cr 629
elimination of, “C: 830
Dursban, metabolism of, Gt 790
Y, ¥oi: es
lindane, uptake, Her o820
climination of, '%C: 830
parathion metabolism in, ®5: 761
Thiodan, metabolism of, “C: 675
vesidues of, C: 875
¥ disinfestation: 184§
radiation disinfestation, possibilities= 1627
flea beetle: see Altica marvegans
flea, oriental tat: see Xenopsylla gerbilli
fleas - Y.
marmot population study, radioisotopes: 542
rats, pest transmissfon by: 561
flesh fly: see Sarcophaga bullata
flies
em ¢ behaviour (orientation): APX, T
food chatn, *P; 556
labelling, *p, *Ca, " 1781
phenylalanyl-RNA synthetase, ““G: 287
trophic transfer index, ®p; 556
p : radiation effects; 1101
x 1 {2} heptachlor susceptibility: 1171
malathion susceptibility: 11T1;
(p)s sexual differences in; 1171
Temik susceptibility: 1I171; {p): 1171
¥ 1 respiration: 1310
=/HCN: respitationz 1310
flight muscle
respiratory metabolism in, Apis mellifers: 444
Florida
Cochliomyia hominfvorax, SMT; 1633
Florida red scale:r gee Chrysomphalus aonidum
Florida tropical cocltroach: see Blabems craniifer
flour
vyt disinfestation: 1631

[“*c-formate]

flour beetle, broad-homed: see Gnathocerus cocnutus
confused: see Tribollum confusum
red: see Tribolium castaneurn
flour preducts
radiation: disinfestation= 1550
flower beetle: see Olibmus sp.
Mordellistena sp.
5-fluprouracil=3-*¢ [R.7]
Musca domestica (e), incorporation into RNA:
a8s
sterilization: 885
fiy, catrion; ses Protophormia tertae-novae
human bot: see Dermatobia hominivorax
little house: see Faania canicularis
tnelon: sex Dacus cucurbitae
tropical warble; see Dermatobia hominfvorax
food
exchanges, Formica polyctena, aur 472
¥ ¢ insect disinfestation: 1684
radiatfon*; disinfestations 1871, 1885
food {irradiated)
fruit flies; 1052
food chafn, forb-arthropod
Araneida, ®p: 556
Coleoptera, P: 556
Diptera, ¥p; 556
Hemiptera, p; 556
Homopterz, 2P 556
Hymenoptera, *p: 558
Lepidoptera, ®pr 5§56
Orthapters, ®P; 556
food chein, fresh water
imsects, rote of, r,{,: 524
food chains
salt-marsh ecosystem, role of arthropods in, *p;
5256
food preservation
radiation: 1535
forage crops
dieldrin, residues of, G, ¥Cl: 688
oot uptake and accumulation, Ciz
868
forages
y! attenuation coefficientss 1839
disinfestation: 1639
formaldehyde
-3 Drosophila melanogaster, chromosome
aberrations; 1273
mosaics; 1273
Ye-formate
Acantholyda nemoralis, amine acids: 136
phospholipid choline
orfgin: 409
phospholipid ethanol-
amine origin; 409

* PFor radiation disinfestation, see under individual

crops or food products,
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Carausius morosus, phospholipid choline origin:
409

phospholipid ethanolamine

origin: 409

DDT : Musca domestica, metabolism in: 138

formic acid secretion

Formica polyctena, biosynthesis by, “op a1

Formica - W.14

food transfer, neighbouring nests, “p, '¥I; 479
Formica cineraca Mayr - W.14
colony size estimation, nP. 131I. May: 495

labeliing, Pp, VL ™an: 496
Formica integra - W.l4
¥+ avaidance reaction: 1467
Formica polyctena (Fimster) - W.14
food distribution among workers, ®p; 483
in colony, %p, 284

food exchange, (daughter colonies), “*Aus 491

inter-colony, 820 493

formic acid secretion, biosynthesis of, Yes 415

labelling, *p: 483-4

protein exchanges, Inter-colony, mAu: 412
proteins (ovary), R 418

RWA [avary, SH: 418

trophaltaxis, '¥Au; 403

Formica mfa - W.l4 .
radiations behaviours 31463
France

agricultural entomology, r,i.3 1780
frit fly: see Qscinella frit
frog {sartorivs muscle}

nicotine, uptake ofi 888

nicotinez cantracture: 866

“Ca-movementss 866

frog (tadpoles}

DDT residues in, *Cl 661
fiuit

¥+ disinfestation: 1674, 1778
fruit flies * - X.33

food (irradfated): mutations: 1052

SMT: 1369

space flight effectss 1179

y: pine apple, disinfestation oft 1697
fruit fly, Mexican; see Anastrepha ludens

Queenslands see Dacus tryoni

fruit, packed

radiation: disinfestation: 1691
fruit, tropical

y: disinfestation: 1682
fungus {Fusarium sp.)

Dipterex, degradation by, Yer 132
Furadan-""C [x.71

cow (lactating), metabolism ins 824

# See alto under individeal species, &.g. Dacus,
Ceratitis, etc,
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G

y-rays

Acanthoscelldes obtectus, stage susceptibility:
1344, 1684
Acarus sito, development: 1338
stage susceptibility: 1339, 1877
Acheta domesticus, stage susceptibility: 1334
Aedes asgyptl, blood meal retention; 1292
cytogenetic effects: 990
development: 290
(e) {different strains): 1343
{e), R-1 1168
Raz 1167
(<" ), mutations — structural
modifications; 1111
(p), sterilization: 1472
{hybrid lines), susceptibilitys
1181
Agrotis segetum (£, p), developmenty 1412
sterilizations 1412
Alphitobius diaperinus (2, a), lethal effects: 1436
Amphimallon majalis {#3), development: 1385
(e, f,a), lethal effects:
1365
reproductive potential:
1365
stage susceptibilitys 1385
sterilization; 1578
Anagasta Kiihniella, stage susceptibility: 784
Anastrepha ludens, mass sterilizations 1503
Anopheles pharoensis (e,p), dominant lethals:

lale

SMT: 1810
Anopheles pharoensis {p}, mating hehaviour {a),
2p, 1611

mating competitive-
ness (a, < ) 1612
mating frequency
ta, ), "py 1811
SMT: 1611
sperm acitlvity: 1685
sterilizations 1583-4,
1555
ants, avoidance reactions 1468
Anthonomus grandis, longevitys 1141
feproductive potential:
1141
sterilization: 1141
Apis mellifica, life span; 1334
pollinating activity: 1334
stage susceptibility: 1334
Argia tramslata (nym), emergence {a); 1354
Attagenus picevs, developments 1380
lethal effectss 1890
reproductive potential: 1390
attenuation coefficients of grain and forages:
1688
Bacillus cereus, growth rater 17 11



[y =rays]

¥: Bacillus thuringiensis var. entomocidus, growth

rate; 1T1:
tadiosensitivitys 1711
var, thuringiensis, insect

control efficacy: 1710
bananat Drasophilz meianogaster: 1196~
beet fly, germ cell development: 948

reduction in population: 1482

Blaberus craniifer (heart fragments}, survival:

1328
Bombyx meozi (¢), killing: 1708
silk quality: 1538
fe), DNA: 023
RNA: 923
sex differentiation by colour:
1709

(e, 8,a)y: 1356
(e, p-tissue}, acetylcholine: 1305
(emb), Lethal effectss 1383
(#), intestine; 1401
water imbalance: 1401
sterilization: 1278
Bracon hebetor: 1456
Callitroga hominivorax {p}, mass sterilization:
1583
Callosobruchus chinensis, development: 1444
lethal effects: 1444
stage susceptibility:
1444
(p) sterilization: 1444
Carpocapsa pomonella, longevity: 1620
steritizadon: 1520
{a), progeny (£); 1606
sterilization; 1506;
(pys 1805
{p. a), reproductive
potential: 1307
Celerio euphorbize (e, p-tissue), acetylcholine:
1305
Ceratitis capitata (¥p-{p) 3t 27
biological control: 1556
development: 1686
lethal effects: 1359, 1668;
(f,py 1847
(a) midgut epithelium: 1327
ovary: 1335
(p). repraductive patential:
1353
(p)y SMT ratios: 1354
SMT triala, Austria; 1554
Israel: 1468
SMT, Central Africa: 1539
stage susceptibility: 1358,1686
sterilization: 1545, 1582,
1595-6, 1598, 1609, 1666
(e 1118,1120,
1354, 1589
tesHs: 1335
(p), vitality: 224

[y -rays]

7: Chelisoches morie (a), midgut epithelium: 1327

clirus, disinfestation: 1547
citrus, fruit disinfestation (Strurneta tryoni); 1690
Coccus hesperidum, reproductive potential: 1308
Cochliomyla hominivorax, selection on lohaxy:
1504
sterilization; 1570
Cochliomyia hominivorax (a), aberrant phenc-
types: 107%
(testic), stage suscept-
ibility (germ cells}s
927, 1586
Coleoptera, stage susceptibilitys 1677
Culicoides vatiipennis (£, p, a): 1309
Cylas formicarius elegantulus, life span: 1320
mating competitiveness (o ):
1320
reproductive potential:s 1320
stage susceptibilitys 1320
Dacus cucurbitae, lethal effects; 16560; {2, p)r
1647
sterilization: 1582, 1650
Dacus dorsalis, lethal effectss 16560; (2, p)
1847; (e, 0¥ 1447
(e, 2}, stage susceptibilityr 1447
sterilization: 1650
Dacus oleas, ovary; 1335
(P, sterilization; 1154
testis; 1335
Dacus tryoni, disinfestation (fruit): 1878
{p), mass sterilization, SMT: 1587
sterilization: 1587; (p): 1623
Dacuos zonatug {p), sterilization: 1593
Dahlbominus, eye colour mutations: 1054-5
Pahibominus fuscipennis (4, €), eye colour
muitations: 1053
Dermacentor cccidentalis, developments 1387
mutagenic effects:
1397
teproductive potential:
1387
Demmatobia hominis, sterilizatioms 1545
Dermestes, lzthal effectss 1849
stage susceptibilityr 1549
Diatraea saccharalis, dominant lethals: 1448
lethal effects: 1158;
(emb); 1448
reduced survival: 1157
sterility (inherited): 395
sterilizaHon: 1158, 1621,
1688
{a}, sterilization: 1158
disinfestation: 1543
fruit: 1872
tropical fruits; 1650
various: 1672
vegetables; 1672
Dolichoderus quadripunctatos, oviposition: 1318
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¥!Drosophila {e)}: 1089
gametes: 947
germ celis, 2r 948
germinal selection: 932
life span: 507; (d): 1640
(®), mutagenesis (spertnatids); 1281
mutagenic effects: 1087, 1269,1283
point motationsz 1010
speriy, spermatids; recessive sex-
linked lethals: 1176
spermatogenesis, chromosome
aberrationss 1010
Drosophila melanogaster, aneuploidy in
oogenesis: 1004
bebaviour: 1475
chromatid mutations:
1088
dominant lethalsy 1223
inherted radiation
resistance: 1024
interspecific compe-
Htion; 1465, 1494
lethal effects: 1429

(2): 1448
life- span: 1407;
{a): 1406

longevity (a)x 1358
mutagenic. effects:
1211
radioresistance and
iongevity, relation-
ship between: 1424
sex-linked recessive
lethals: 23,1089,
1314, 1228
Drosophila thelanogaster, spermatogenesis: 1175
stage susceptibility:
1448;
(e.2,p,a): 1368
sterilization: 981,
1613; (F,, o ) 1140
sternoplural chaetaes
1489
viability ((e) to (a)-
emetgence): 1494
Drosophila nebulosa, fitness: 1505
interspecific competition:
1505
Drosophila simulans, interspecific competition:
1465, 1494
Drosophila iropicalis, interspecific competition:
1d@4
Drosophila willistonf, fitness: 1505
interspecific competiton:
1505
lethals: 995
Dysdercus peruvianus; 1290
Ephestia cautella, lethal effects:s 1668
sterilization: 1668
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: Ephestiz Wuehniella (e, 2, p), development: 1362

DHA transinductions
1362
stage suscephibility:
1352
(ovary): 1338
export frojts, vegetables, disinfestation; 1635
Fannia canicularis, development: 33473
lethal effects: 1373
stage susceptibilitys 1373
sterilization: 1373
fish, disinfestation:s 1649
flies, respirations 1310
food disinfestation: 1684
forages, bulk disinfestation: 168¢
Formica integra, avoidance reaction: 1467
fruit disinfestation: 1674
Galleda mellonella (¢, p), mutant traits: 1103
{a, < ), mutagenic effects:
1103
Glossing, steritizations 1712
glucose: Drasophila, radiomimetic effects; 1215
Gznathocerus cornutus (£, 2), lethal effectss 1438
Grapholitha molesta, sterifization, cage for:
1740
{2) longevity: 1302
mating behaviour: 1302
sterilitys 1302
(p) sterility: 1302
grain beetles, lethal effects: 1732
grain, bulk disinfestation: 16895 ship: 1487
disinfestations 1536,1547, 1637, 1640,
15638, 1683, 1687
grain insectsr lethal effects: 1888
sterilitys 1688
grain mites; lethal effects: 1688
sterility: 1686
Habrobracon, body weight (ad, a®): 1488
body weight (2, 2 9): reproductive
potential:
1498
mutation spectrum: 1122
Haematobia ircitans, lethal effects: 1581
SMT, field tests, USAr
1591
sterilization: 1381
Heliothis armiger, ster{lization: 1577
Heliothis virescens (p}, reproductive potential:
1355
sterilization: 1127, 1355
hexaness gammexagze production: 1718
Hippelates pusio (p, )t 1471
Hispa, sterility: 1117
Hylemya antiqua {p}, development: 1366
sterilizations 1386
Hyphantria cunea, stage suscepthbility: 1338
sterifization: 1338
ingect control; 1543
applications in, Rev.; 1548



[y ~rays]

y: insect disinfestations 1873

sterilization: 1134, 1786; (¢ )¢ 1778
insects, dominant lethalss 1134
effects on: 1540
§ wheat-infesting-, lethal effects: 1693
longevity: 1698
reproductive
potential: 16w9
" Ips confusus, behaviour (gallery pattern) {§):
1479
longevity: 1479
mating behaviour (o ): 1479
sterilizations 1479
irracdiator, grain; 1643, 1843, 1652
Lastoderma setricome, (e), lethal effectss 1445
stage susceptibility: 1391;
{e): 1445
sterilization: 13%1,1570
Lathzidius minutus (2, p, a), lethal effects: 1438
Lepidoptera, stage susceptibility: 1677
Leucoptera coffeella, sterilization: 1545; (p,a):
1133
life span, Drosophila melanogasters 1413
Drosophila subobscuras 1415
Lymantria dispar {p), reproductive potential;
1146
sterilization: 114§
Malacosoma americanum (£): 1443
(ouclear=polyhedrosis-
infected ¢} 1443
mango disinfestation: 1636, 1696
Melclontha melolontha, sterilizations 1582
Musca domestica, cholinesterase preprations of:
1295-8
eclosion: 1238
mutations: 1501
sterilization: 12323, 1570
oak forest®, aphid population explosion: 1520
Ocneria dispar {#), colour mutation: 1570
development: 1570
pathogen susceptibility: 1570
sterilizations 1570
Crnithoros tholozani, beliaviour: 1622
development: 1622
SMT, Isrzel: 1822
stage susceptibility
(€,n,ay 1387
sterilization; 1622
Oryzzephilus surinamensis, lethal effects: 1857
sterilization; 1657
Ostrinia nubilalis, development: 1379
reproductive potential: 1379
stage susceptibility: 1379
papaya disinfestation: 1824, 1638
Paramyelois transitella, behaviour (o ): 1153
dominant lethals: 1153
reproductive potentiazls
1153

% ¢chronic {rradiation),

[y =rays]

y: Pectinophora gossypiella; 1536

Pegomyia hyoscyami: @11
Petkinsieliz saccharicida {n), sterilizations 1144
{n&), development
(wing): 1143
longevity (a):
1149
sterilization (o )2
1149
(%)
1149
pesticide degradation: 1720
Phorbia brassicae: sterility: 1808
Fhormia regina, Iethal effectss 1431
sterilization; 1431
pineapple disinfestations 1638, 1897
Planccoccns cifrf (o), abnormalities (£3%, after
heterochromatization
reversal: 1402
plantst Pradenia litura, growth; 461
Plodia Interpunctella (¢, p, a), development:
1342
disinfestation:
1342
Pogonomyrmex californicus, digging and tun-
neling: 1473
Pgendococeus gahani, abnormalities {4 3), after
heterochromatization
reversal; 1402
Pseudoceccus obscurus (o'}, abnormalities (£ 3),
after heterochrom-
atization reversal:
1408
quarantine treatment, Hawaii frujts: 1847
Retientitermes flavipes (Kollar): 1011
wood/ plastic, termite resistance:
1715
Rhyacionia buoliana, spermatogenesisz 1332
sterflizations 1281
testisz 1332
Rhyzopertha domtinica, lethal effects: 1857,
1668
stage susceptibility: 1477
sterilizations 1477,1857,
1668
rice disinfestation: 1632, 1680-1
Pakistanr 1692
Schistocerca gregaria (e} 1441
cannibalism: 1347
lethal effect; 1347
stage susceptibility; 1347
senescence, Drosophila melanogasterr 1413
Drosophila subobscura: 1415
sill, improved properties (c): 1708
silkworm {¢), iethal effects: 1708
(e 1370
(£3: 1089
gonia: 1108
mosaics: 1271
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y: silkworm, mutagenic effects; 1283

post-meijotic germ cells; 973
spermatogonia, DNA synthesis, *Hz 928
dose-rate effects 972
lethal effects: 928,972
proliferation kinetics,
‘H: 928
spermatozoa, spermatids: 1238
stage susceptibility (e, spermatogonia):
57
visible recessive egg colour mutations:
1271
Sitophilus granarius, lethal effects: 1426-7,1449,
lgs7
Hfe span; 1449
stage susceptibility: 1344,
1@a4
sterilization; 1657
Sitophilus oryzae, lethal effectss 1241,1668;
(a): 1403
reproductive potentials 1381
stage susceptibility: 1341,
1344, 1391, 1884;
(f.p.a): 1361
sterilization: 1341,1381,
1g68
Sitophilus zeamafs, survival rate: 4181
Sitotroga cerealeila, {£) adult ermergence: ia?r
body welght: 1376
development: 1378, 1228;
{e) 1376; {e,8) 137%;
(2,p.a)ys 1342
(£,p, a) disinfestations 1342
life span (a): 1376
oviposition; 1296
repraductive potential:
1376
SMT prospects: 1396
stage susceptibility: 1878-7
sterility: 1342, 1398
sterilization (<, 23 1378
turnout formations 1376-7
SMT, Anopheles pharoensis: 1612
Carpocapea pomonellz, trials: 1805
Canadas
1620
Ceratitis capitata, Tsraely 1589
Diatrae saccharalls, prospects, Puerte

Rico; 1158
Drosophila melanogaster, cage list, USA:
1812

fruit flies, survey: 1538
soit, {small} arthropod recolonization ofi 512
sterilization: grain pests: 1829
Sternochetus mangiferae, lethal effects: 1650
sterilization: 1650,
1696
Strurneta tryoni, disinfestation: 1670
lethal effects (e, £, p, a): 1670

[y -rays]

y: Sttumeta tryoni, guarantine measures: 1870
stage susceptibility: 1670
Tenebrie molitor (), lethal effects; 1436
stage susceptibility: 1334
Thomasiniana ribis, eradication: 1718
Thyridopteryx ephemeraeformis, lethal effects
{e): 532
stage suscepti-
bility (e, R ):
532
tick, sterilization: 1267
Tribalium, (single and mixed species}: 1286
Tribolium castaneurn, lethal effectss 1428,
1430, 1657, 1668
stage susceptibilitys 1428,
1430
sterilization; 1428,1430,
1457, 1868
Tribolium confusum, development: 1440
lethal effectss 1657;
(2,a): 1436; (a):1440
{a, 7}, reproductive
potentigl: 1447
stage susceptibility: 1391,
1440
sterilizations 1391, 1657
wing zboormality: 1398
Trogoderma glabrum, development: 1380
lethal effects: 13590
mating competitiveness
(o) 1477
teproductive potential;
1390
Tragoderma granarinm, lethal effects: 1657,
1668
stage susceptibility: 1668
sterilizations 1567, 1663
Trichoplusia ni (a), sterilization; 1142
tropical fruit, disinfestation; 1682
Tyrophagus longior {mixed), lethal effects; 1426
vegetable disinfestation: 1674
viruses, arthropod/bome animal-, variability ins
1714
wheat, disinfestation: 1547, 1685
wheat flour, disinfestation: 1625, 1641
wood/ plastic, termite attacks 1721
wood, protein value foz (2} 1203
-, apholate: Droscphila 'rnelanog'a.ster.
sterilizations 1308,1613
-, cenfrifugation: life span: 1436
-, chemostetilants: Carpocapsa pomonella,
longevity: 1620
Cochliomyie hominivorax,
sterilizations 1570
Lasioderma setricoine,.
sterilization; 1570
Musca domestica,
sterilization: 1570
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¥. chemosterilants, SMT trials, Carpocapsa
pemeonella: 1620
ticks: 1287
-, EMS3: Drosophila melanogaster, sternoplural
chaetae; 1489
-,&,5,,e.m.; Drosophila melanogaster,
behaviour: 1475
-, H-thymidine: Drosophila melanogaster,
lethal effectss 1429
-.mitomycin C: Drosophila melanogaster,
sex-linked recessive lethalss 1280
sex-linked recessive semilethals:
1280
: Dahibominus fuscipennis {27}, eye
colonr mutations: 10563
silkworm, mosaiess 1271
visible recessive egg
colour mutations: 1271
-, pretonst Drosophilz melanogaster, dominaat
lethialss
1223
sex-linked
recessive
lethals;
1223
-, tepa: Bhyacionia bupliana, sterilization: 1281
-, vibration: egg production: 1458
hatchability: 1458
-, x¢ Drcsophila melanogaster, sex-linked re-
cessive lethals:
a3
Ocperia dispar (£), colowr mutations 1360
development: 1360
pathogen suscepti-
bility; 1360
sterlizations 1360
silkworm {e): 1370
RLETE P stlkworm (£ ), mutatien frequency
(gonia): 1091
~/actinomyein D: Drosophila melanogaster,
mutagenic effectss 1211
-/alrs Musca domestica, eclosions 1233
-/ antibiotics: Habrobracon (9), reproductive
potentiale 1304
-/ arginine: Drosophila melanogaster, sperinato-
genesis: 1175
-/ centrifugation: life span: 1456
-{ GOz Musca domestica, sterilizations 1233
-/ cosmic flight conditions: genetic effectss 1248
-/DNF: Drosophila (sperm, spermatids), reces-
sive sex-linked lethak:
1176
~/humidity: Sitophilus zeamais, survival rate;
1480-1
- maleic hydrazide: Drosophila melanogaster,
sex-linked recessive
lethals: 1214
-/ metabelic inhibitors: stlkworm (spermato-
gonia): 957

"M e

[Gerris buenoi]

¥/ mitomycin C; Drosophila melanogaster,
mutagenic effectys 1211
-/N: sllkworm {(spermatozoa, spermatids): 1233
-/0: Dacus cucurbitae {p), sterilization: 1592
MMusca demestica, eclosionm: 1233
~/propyl gallate: Blaberus craniifer (heart frag=-
ments), survival: 1326
-/ puromycins Drosophila melanogaster, muta-
genic effects: 1211
-/spage flight conditions; Drosophila, dominant
lethals in: 1126
-/ T: Bombyx moti, sterilization: 1279
Schistocerca gregaria (e); 1441
Sitophilus granarius, life span; 1247
\ ’H-—ﬂlymtdine: Drogsophila melanogaster,
lethal effects; 1429
-/vibraticn: egg production: 1456
hatchabilitys 1456
(Galleria mellonella {(Linnaens) - U,12
[ greater wax moth]
fatty acid esterification (thaemolymph), Mo
405-8
haemocytes, connective tissue, relation be-
tween, ‘H: 1316
differentiation sequence, 4z 1816
1ipid synthesis {follicular vesicle), *C: 390-1
ovatiole, MC: agt
lpids, (2){fat body), uptake and release, **C:
407
ovariole, fatty acid ineorporation into,
“e: 300
transpost of, "C: 408
nucleic 2cid metabolism and cell interaction
(ovariole), *H1 330
ovariole, lipid synthesis ins 380-1
NA metabolisms 330
palmitate incorporation, glycerides, Her 407
neutral lipid (fat body),
Her s07
triglycerides (fat body),
“er 408
(haemo-
lymph),
By 405-7
protein synthesis in, *u: 350
RNA synthesis in, *H: 359
% ¢ sboormalities: 1357
development: 1357
¥yt (2,2 ), mutagenic effectss 1103
mutant traits {#,p): 1103
gammexane [C.1]
y ¢ hexanes (chlorination and sulphoxidation):
1718
gammexane-mc
' Boophilus decoleratus, metabolism in: 614
locust, metabolism fn: 614
Mupsca domestica, metabolism ing  #14
Gerrfs buenoi Kitk, - Q.9
mosquite predation, ®p. 545
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[ Gueris facustris ]

Gerris lacustris (Lionaens) - Q.%
b, biological half-life ofs 1728
“Rb, biological half-life of 1728
'Y, biological half-life ofr 1728
glant water bug: see Hydrocyrius columbiae
Lethocerns cordofanus
gipsy moth: see Lymantria dispar
gipsy math, commen: see Porthetria dispar
unmatched: see Ocneria dispar
Glogsina ¢p, - X.18
flight metabolism, "'C: 124
radiation sterilization: 1568
SMT, progress: 1554
sterile fly releasess 1565
¥yt life span: 1712
sterilitys 1712
-, tepa, metepa: sterility: 1712
lossina morsitans - XL 18
[tsetse fly]
glutamate- alanine metabolism, '‘C: 126
glucosamine- o
Schistocerca gregaria, resilin biosynthesiss 133
D-glucosamine-1-""C: 615

glucose
etdysone: husca domestica, metabolism in,
H: 178
glucose-aH

Calpodes ethlius, endocuticle deposition: 419
Musea domestica, oogenesiss 92
glucose metaholism: 176
‘H-D-glucose
Apis mellifica, cogenesis, carbohydrate syn-
thesiss 146-7
13- glum)se:-H C
Antheraea eucalypti (eulture), trehalose utili-
zation by: 90
glucose-1- e
Anthonornus grandis (€, a}, lipid biosynthesis in;
1137
ecdysone: Bombyx mori (Dp), conversion in: 98
Callipheridae, pentose phosphate oxidation: 8%
Liyalophera cecrepia: fat body, glycogen syn-
thesis in: 101
trehalose syn-
thesis inz 101
trehalose formation: 93
Melanoplus bivittatus, carbohydrate metabalism:
87
Musca domestica, utflization: 111
Oncopeltus fasciatus, carhohydrate metabolisi:
87
Periplaneta americana, carbolydrate metabolisms
217
D-gluccsﬁ-l-”(':: 1342
Flucose- O
ecdysone: Bombyx mori (Dp), conversion in: 93
Melolontha vulgaris, trehalose biosynthesfs: 91
Phormia regina {emb): 2E8
Samia cynthia{dpp}, metzbolism in: 9%
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[D-glucwse~U Hey

Schistocerca gregaria, resilin biosynthesis: 13y
Triatorta infestans (£3,4), incorporation Into
protein: 104
glucose~2- Ye
Anthonomus grandis (£, a), lipid biosynthesis:
1137
Melanoplus bivittatvs, carbohydrate metabolism:
BY
Musca domestica, utilizations 792
Oncopeltus fasciatus, catbohydrate metabolisms:
a7
Petiplaneta-americana, carbohydrate metaho~
tismz 87
glucose-3 (4}-'C
Anthonomus grandis (£, a), lipid biosynthesis in:
1137
glucese-3.(4)- "C
Melanoplus bivittatus, carbohydrate metabolisms
87
Oncopeltus fageiatus, carbohydrate metabolist:
87
Periplaneta americana, carbohydrate metabo-
lism: 87
glucose-§-"iC
Anthonomus grandis (£, a), lipid biosynthesis in:
1137
ecdysone: Bombyx tori (Dp), conversion ins 88
Calliphoridae, pentose phosphate oxidation: 88
Melanoplus bivittatus, carbohydrate metabolism:
87
Musca domestica, uwtilization: 111
Oncopeltus fasciatus, carbohydrate metabolism:

87
Periplaneta atnericana, carbohydrate

metabolism: 87
D-glucose-8-"C: 615
glucose-"4C-6-p
trehalose synthesis, Hyalophora cecropia (fat
body): 100
glrcose-U-"tC
Apts mellifera, sugar ntilization: 188
Argyrotaenia velutinana, amine acid require-
ments of: 212
chitin synthesis, Drosophila melanogaster,
cryptocephal: 93b
Hypoderma bovis, amino acid requirements: 174
Letcophaea maderae: glycogen metabolism: 107
glycogen metabelism in
reproductive cycle: 108
isolated abdomen, meta-
bolism in: 446
Tetranychus urticas, amino acid requirements

of: 213
D-glucose-U-"¢
615
salivary physiclogy of plant-bugs (Heteroptera):
182

locust, scyllotnositel in: 362



Ftc-upp -glucose ]

“C-UDP-glucose
Petiplaneta americana {?){fat body homogenates);
1¢a
trehalose synthesis, Hyalophora cecropia (fat
body)s 100
“C-gluoose»l-phmphabe
Bombyx mori: $3a
(£}, glycogen and trehalose bio-
synthesie: 88
glucose~@-phosphate
Lencophaea maderae, glycogen metabolisin:z
107
glutamate- el
insects, arginine metabolism in: 125
D-glutamate- He
cyanider rat (brafn), transportin: 597
glutamate-1-"'C
Glessina morsitans, metabolism: 126
glutamate-3, 1
Glossina morsitans, metabolism: 128
glutamate-5- "¢
Glossina morsitang, metabolism; 128
glutamic acid- “c
Boinbyx mori (p, non-cellulat system): 178
nicotine, biosynthesisr 867, 889
L-glutamie acid-U-"tc: 615
(U="C)~glutamic actd
Blattella germanica, metabolism in,
L-glutamine-U-*C: 615
gly(:erime-1
nicotine, biosynthesis ofs 262
glycerol- Y
Hyalophora cecropia (fat body), phosphalipidss

Mer 1se

401
Leucophaea maderae (fat body), phospholipids:
401
Periplaneta amerfcana (fat body), phospholipids:
" 401
glycercl=1l- C
salivary physiology of plant~-bugs (Heteroptera):
192

glyeerol-1,3 e
labelling, pyridine ring, nicotines 858
glycerol~2=- Y
labelling, pyridine ring, nicotine; 856
glycine
Acantholyda nemoralis, "er o125
sillworm, biosynthesis in, 'iC: 195
egciﬂe-"'C
Bombyx mord, fibroin synthesiss 117, 221-2
posterior s{1k gland, incorpor-
ation into: 21%
{L5), protein: 198
Lecusta migratoria {n), protein metzbolisms: 137
(n3, 4}, protein synthesiss 251
Fieris brassicaer 224
Triatoma infestans, glutathicne turnover: 183
actinomycin: fibroin synthesis, Bombyx moriz
221

[goats)

actinomycin D: protein metabolisn:, Tenebrio
moliter {m): 288
apholate: Musca domestica (e}, nucleotide
ratios inz 887
thiotepa: Wusca domestica (e), nucleotide
ratios in: 887
glycine~1- e
615
Bombyx mori (silk gland}, proteins in acellular
system: 155
Drosophila melanogaster (imaginal disks),
protein synthesis: 151
Sphinx ligustri (p), protein synthesisz 120
glycine-3-*H
Blattella germanica: 35¢
Drosophilas 358
Drosophiia melanogaster {imaginal disks),
protein synthesis; 151
Galleria mellonellas 359
Malacosomas 359
Musca domestica: 359
Simulium: 359
glyciﬂe-z-mc
615
Bombyx mori (# 5)(fat body); 134
Pier{s brassicae, catechol amines, biosynthesis;
213
(p)y leucopterin bicsynthesiss
223
glyeocoll-1, 2+
billiverdin biosynthesis, Locusta migratoria(f }¢
194
Mantis relig{osa (2):
199
glycogen
Bombyx moit (1), biosynthesis in, *'C: 86
carpus cardiacurn hormone: metabolism, Leuco-
phaea maderae, “c: 107
Hyalophora cecropia (fat body), synthesis in,

“er 100-1
Leucophzes maderae, metsbolism of, *cC: 105,
107

{fat body, ovary, emb),
metabelism in, "C: 106
metabolisn during
cogenesls, “Cz 107
radiation: Pieris brassicae {testis), centent in:
442
glycolate-"*C
sithworm, glycine biosynthesizz 195
Glyptotendipes barbipes - X.9
DNA replication (giant chromosomes), *Ht 254
Gnathocerus cornutus (Fabricivg) - V, 468
{ broad-horned flour beetlel
¥t lethal effects (L,a): 1436
goats )
phosphamidon metabolism in, 2p; 704
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[gold-198]1

gold-198
Apis mellifera, activity (feeding, foraging):
550-1, 554
pollination by: 550-1, 5534
Calotarmes flavicollis, trophallaxiss 468
Formica cineraea, colony size estimations 4895
Formiica polyctena, food exchanges fn: 493
food exchange (inter-
celonyyt 491
protein exchanges (inter=
colony): 472
trophallaxisz 483
labelling, Apfs mellificar 492
Formica cineraea: 485
trophallaxis, Apis mellificaz 492
Calotermes flavicolliss 469
Formica polyctena: 493
Vespa; 485
Vespa, trophallaxis: 485
DDT: plasmocytosiss 627-8
insecticide, homogeneity of spreading: 576
Gomphocems maculatus - H,1
X 1 spermatogenesis: %13
grain
bulk irradiator, ¥, Savannah: 363
disinfestations 1843, 1773
{bulk): 1648
infestation detection, x; 1526
irradiation: 1663
{bulk): 393, 1640, 1648
irradiator, ship: 1526
Sitotroga cerealella detection, kernel infesta-
tion, x:z 1376
®Cor disinfestation; 1701
y: attenuation coefficient: 1689
diginfestations 393, 1526, 1637, 1640, 1683,
18486, 1688-9
large-scale: 1843
India: 1668
Turkey: 1667
insectss lethal effects; 1686
sterilization: 1636
mites: lethal effects: 1686
sterilization: 1688
radiation disinfestation: 1547,1830, 1634, 16485,
1851-3,1572,1740
ecenomics (faly): 1675
survey: 1637
USA; 1882
grain beetles - V.46
¥: lethal effectss 1783
RF : lethal effectss 1782
i.r.: lethal effectsz 1733
grain tnite: ses Acarus siro
gtain moth, Angumois: sec Sitoiroga cerealella
grain pests
y: sterilization: 1620
grain products
radiation disinfestation: 1662
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[Gryllus bimaculatus]

granary weevll: see Sitophilus granatius
grapes
Rogor, metabolism and residues of, P 769
grapefruit
Rogor, metabolism and residues in, Bp. 189
Grapticlitha molesta {Busck) - 0,33
[leaf roller moth; oriental fruit moth]
tabefling (a), ¥P1 80
¥p-labelling: ovipositions 30
longevity: 30
reproductive potentialy 30
SMT, prospects; 1659
sterilization, waxed-paper cage for: 1740
y: lengevity (£): 1202
mating behaviour: 1302
sterilityr 1302
grass bug: see Hamiostes reflexulus
grasshopper® - H.1
actinomycin D: RNA synthesis, *Hs 997
biological half-life, b 1
DNA synthesis (neuroblast), H. ae7, 997
em behaviour (orientation): APX,7
H-pocfl formation during mitesfse 307
Ir, biclogical half-lifer 1
labelling, *¥1;s 1
A1 spermatocytess 952
x ¢ chromosome structure, EM:  996-7
development: 1388
(emb), diapaunse, EM: 929
mitosis (neuroblast); H38
respirations 1286
spermatogenesist 1388
grasshiopper, differential: see Melanoplus
differentialis
green-striped: see Chortophaga
viridifaseiata
red-legged: ses Melanoplus fernur-
rubzum
two-striped: see Melanoplus bivittatus
greater wax moths see Galleria melionslla
Greece
SMT, Dacus sleae: 1814
greenhiouse whitefly: see Trialenrodes vaporariorum
green peach aphid: see Myzug persicae
greenwstriped grasshopper: see Chortophaga viridi-
fasciata
Gregarina gamhami Canning
Locusta migrateria, nutrition via, ®5: 536
ground beetle: see Selenopharus ellipticus
Selencphorus palliatus
Triplectrus rusticus
Gryllotalpa gryllotalpa L, - H.5
Bsr, 11, Yes, diswibution in (a): 53
Gryllug hlmaculatus de Geer ~ H, 4
DNA, metabolistn m aogenesis. C: 265
ommine synthesis, H, St 186

% For games of individual species, see under
Acrididae { Table 1, H,1),
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[Gryilng bimaculatus]

ommochromes, blochemistry of, *H, *s: 186
RNA, synthesis, C; 265
metabolism in cogenesis, He, 265
sulphate utilization, r.i.: 456
Gryllus campesitls Lintaess - H.4
iy, 1y, distribution in ()2 53
Gryllus dotnesticus Linnaeus - H.4
[domestic cricket]
*He 228
DNA, pogenesis (cocyte chromozomes,
nucleolf), H: 418
RNA, pogenesis (oocyte chromosomes,
nucleoli}, 'H: 413
X: (e} germ core, cell- and mitotic patterns;
968
Gryllus firmus - H.4
[fleld cricket]
food chain, ®p: 556
trophic transfer index, 'p; 558
G$ 13005-1C
Phaseoius vulgaris (bean plant) foliage,
metabolism: In: 720
guanine- o)
Drosophila melanogaster; 160
guanosine=-8.'4C
pteridine biosynthesis, Coliag enrytheme: 234
guancsine-U-c
pteridine biosynthesis, Colias enrytheme: 224
guirea pig
DDT: cortisol metabolism and synthesis, C:
807
parathion, toetabolism in liver microsomes,
2p: 188
triphenyltiz, metabolism of, ***sm; 639
EPN: (9} dimethoate metabolism, ‘H; 797

toxicity: T97
gut absorpton

insects, r.i.: 438
guthiou-'”? [PH, 8]
cattle, residues in tissue; 721
milk, retidues in; 721
gypsy moths see Porthetria dispar
Gyrinus natator - V,23
radiations behavicur: 8139

H

Habrobracon - W.5
space tests, preliminaries: 1216-7
x j dominant lethalsy 1129, 1150, 11383
mutations: 1182
oncyte susceptibility (dialdnesis)s 968-9,
1182
ovaricle: 941, §68
recessive lethalss 1150
stage susceptibility {cellular): 941
translocations; 1150; (o) 988
-/mitomycin C: mutagenic effects (vocytes,
sperm): 1274

[Haplodiplosis equestris]

x/space flight conditions: dominant lethals:
1183
yi body weight (ac,a2): 1496
reproductive potential: 1495
{chronic); mutation spectrumz 1122
sperm; 935
-/ antibiotics: reproductive patential (9): 1304
radiation; chromosome aberrations (breaks)s
1417
dominant lethals (theory): 1121
lethal effects: 9§18
life span, shortening; 1417
~/simulated space/flight conditions: egg pro-
duction and hatchability: 1457
Habrebracon juglandis {Ashmead) - W,5
1488
X 1 genelic varfability: 1512
¥t body weight (ac’,a9): 1488
radiations dominant lethals: 982
genelie varlability: 1511
ocogenesis: 982
sex-linked recessive lethalss 982
sterilitys 9§82
visibles: 82
Habrobracon serinopae - W,5
x: life span(a)s 1409
Haematobia irritans {Linnaens) - X, 9
{horn f1y]
¥ i lethal effects: 1591
sterilityr 1591
SMT, field tests, 5A: 1581
haemocyte
connective tissue formation, Galleria mellon-
ella, ‘H: 1316
differentiation sequence, Galleria mellonella,
*uy 1318
thymidine {ncorporation {n, *H: 430
haemolymph
Periplaneta americana, ionic distribution in,
Hna, ®p, *c1, Yre, ' M0
haemcl;nnph-RP
Formica polyctena: 483-4
half-1ife
biological and effective-, method for computings
1288
®p, in Notonecta glauca: 1728
Pyrrhocoris apterus: 1728
"’K. in forest arthropods: 533
Ca, in Bracon hebetor: B3
”E{b. in various insectss 1728
"1, in Kalotermes flavicollis: 488
various insects: 1728
1=r"Cs. in Chrysomela knahi, effects of temp-
erature on; 48
Hapicdiplosit equestris (Wagn,) - X.11
[wheat-stem gall mosquito]
labelling (e), “Na: 467
(83, 2Na; 467
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[Harmostes reflexulus]

Harmostes reflexuluz - Q.6
[ grass bug)
food chain, ¥P: 556
trophic transfer index, ®p 556

Bawaii
frradiator (¥}, frult and vegetable disinfestation:
1872
y-irradiator, tropical frult: 1682
hawk moth: see Celeria euphorbiz
4-HET
Musca domestics (microsornes), metabolism in,
"o oea
metabolism in, 'C: 841
y-HCH fC.1/2]
contents in HCH, e.i.s 1717
H¥en
Lotus, degradation product ing 592
Hela cells
DDT: DNA, RNA, and protein synthesis, **C1
813
dieldeiny DNA, RNA and protein synthests, '*Cs
613

Heliothis armiger - U.29
[ corn earworm]
ys: steriiity: 1577
SMT () 1577
Heliothis virescens (Fabricius) -~ U,29
[ tobacca budwerm]
azodrin, metabolism of, ¢, ®p: 700
DDT3 distribution, metabolistn (2), l“C: 685
metabolism in (2}, Ct 686
penetration rate (£), 'Cr 685-7
phosphamidon, metabolism of, He, ®py 02
SMT, prospects: 1559
Temik, metabolism of, "'C, ¥5; 814
¥3 reproductive potential: 1355

sterility; 1127; (<) 1355
Heliothis zea (Boddie) - v.29
[bollworm; corn earworm; tomato fruitworml
azodrin, metabolism of, *C, ¥p: 700
carbaryl-naphthyl, metabol{sm (£, a), “Cs 807
Di-syston, metabolism (25), e 899
phosphamidon, metabolism of, l"C. zlz1'-‘: 1]
SD 8447, toxicity of: 1799
SMT, prospects: 1559
Temik, metabolismof, “c, ¥s; 812-4
helium
-/x1 Drosophila, chromesome aberrations: 1220
dominaat lethals: 1027
cogenesis; 1027
sex-linked recessive lethals:
1027
spermatogenesiss 1027
Drosophila melanogaster, genetic effects:
1190
{germ cells):
1089
{oocyte T),
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i *H-histldine]

He/x: Drosophila melanogaster, chromosome
aberrations;
1221
dominant
lethalss 1221
sex-1linked
recessive
lethals: 1221
hemel =1‘hexame thylmelamine
bemel- C
Musca domestica, metabolism in: 878
sterflization: 876
hempa-‘c [R.4]
purification and analysis; 890
Musca domestica, metabolism in: 374, 877
sterilizationr B74, 877
Tricheplusia ni (¢ 5), metabolism ine 889
heptachior {C.4]
x z flies (p, &}, changes in susceptibility, sexual
differencess 1171
-/xt Musca domestica, toxicityr 1162
heptnclﬂor-"c
Aedes aegyptl, metabolism in: 648
Aspergiltus niger, metaboliem in: 646
Penicillivm notatum, metazbolism in: 644
mouse, metakolism in: 648
rat, metabolism in: 646
Heptagenia hebe McDunnough - E,8
DDT, absorption of, Her g8l
resistance to, 'C: 631
1- 1"C-'hle.l',btaulcrit: acid
Periplaneta ameticana (abdeminal nerve cord):
arz
Heteroptera - Q. .

nuclear explosion, effectss 1522
hexachlorane

% ¢ Musca domestica, susceptibility toz  117¢
y-isomer in, isctopic dilution method: 649
hexachlorocy’clohexane-”ﬂl
production and processing, control; 679
1- "c-hexanoic acid
periplaneta americara (abdominal nerve cord):
aT2
hexyl alcohol-4C
Periplaneta americana (abdominal nerve card),
permeability: 429
Hippelates pusio Loew - X.10
[eye gnatl
reproductive potential; 1471
sterility: 1471
testess 1471
Hispa - V.18
y: reproductive potential: 1117
sterilitys 1117
*H-histidine
Drosophila (#), puffs, incorpotation in: 200
Drosophila hydei (giant chromosomes): 116
Drosophila virilis {£, ppXgiant chromosomes),
puffs, incorporation in; 201



[ *H-histidine}

Musca domestica, amino acids, oogenesiss 92
Sciara coprophila (R ¥salivary gland), nucleo-
proteins 2331
L-histidine-*H
Apis mellifica, protein synthesiss 147
cogenesis, protein synthesis: 148
Calpodes ethlins, endocuticle depositions 419
Carabus, proteins: 418
Farmica polyctena, proteinst 416
Malacosoma neustria, proteins: 416
Vespa vulgarls, proteins: 418
histone acetylation
Drosophila melanogaster, gene activation, tH,
145
hollyhock seed mothe see Pectinophora malvella
Homeoracoryphus - H,3
ssSr, 131 3. aceunmulation and elitnination
ofy 51
Homorocoryphos nitidulus Scop. - H.3
®sr, 11, ¥'Cs, body burden ing 55
distribution {n {a): 53
honey
artificial radioactivity (Roumania) in, s,
Tes: 508
natural radicactivity (Roumania) in.::K. I‘C,
Ra: 508
toxaphene residues, 3‘Cl: 841
honeydew
aphids, transiocation in sieve tubes by, ey 252
Megoura viciae, excretion by, ®py 498
hop
dimefox, metabolisr: and residues, Pz 748
hormones: see insect bormones
horn bestle: see Xylotrupes dichotomus
house cricket: see Acheta domesticus
house fly: see Musca domestica
HRs-1422-"¢ [X.13]
bean follage, metabolism in: 303
bean plant, metabolism in; 829
Musca domestica, merabolism by NADPH, -
Tequiring enzyme: 844
rat, metabolism and persistence in: 827
rat (liver microsomesy, merabolism jn: 838
HRS~1422, carbonyl- C-labelled
tean foliage, metabolisrr in: B04
bean plant, pemistent ghrcoside metabolites: 830
rat, metabolism in: 828
hydrolysis products in: 328
huntan bot fly: see Dermatobia hominis
humidity
-/ ys Sitophilus zeamais, survival rate; 1461
Hungary
radiation: imsect control, possibilities {r: 1548
Hyalophora cecropia (Linnaeus) - U.43
[ American silkmoth]
228
actinomnycin/injury: protein syathesis, 'Cs 243
RNA synthesis, M: 243
carbohydrate metabolism, ‘C: 105

[Hylemya antiqua ]

deoxycytidine utilization {a), *C: 259
DNA: (m), ™H: 355
synthesis, c, *H: 268
(ph *H: 346
(pXwing), *H: 356
glycogen synthesis {fat body), “C: 100-1
hortnones; RNA (post-emb), *H: 244
injury: protein synthesis (blood), "*C: 243
RNA, *Hr 243
(post-emb}, “H: 244
K-teamsport {# Xmidgut), *K: 64-6
oogenesis, £.i.: 453
phospholipid synthests (flight muscle), r.i,: 402
phospholipids (fat body), release and transport,
“'C. np= 401
protein (p) wing epidermis), in viwo, 'Hr 332
synthesis, cogenesis, C: 453
t;, “Cr 225
(pXwing), *H: 356
RNA: during diapause, *H; 243
{pXwing epidermis), in vitro, “Hz 352
(post-emb), H: 244
synthesis (p), "H: 348
(wing), 'Hs 956
sterols (my biochemistry, “C: 375
metabolistn, #*C: 975
trehalose in, *c: 95
synthests (fat body), “C:  100-1
hydrocarbons, carcinogenic
Drosophilz hyded (salivary giand), localization
in, *H: 451
bydrocarbons, chlorinated-
nevtron activation analysiss atmosphere, con-
tamination detection, *Cl: 665
2,3, 5, 6- “C-hydrochinone
Diptera, sclerotization inz 182
Hydrocyrius columbiae - Q.3

{giant water bug)
flight muscle, contractile mechanism, “Ca: 58
hydrogen cyanide [F.18]

micro-synthests, *C: 604

synthesis, *C: 595

-/ys Flies, respirations 1310
hydrogen sulphide

-/radiatlon: Drosophila melanogastes; 1202
Hydrophilus picens L. - V.28

aceumulation, **Mn, Psr, "Ry,

Cs, "Mge:
510
Hydropsyche - T.1
(caddisfly)
¥ accrmulation in stream ecosystem: 523
hydroxyiynurenine-3- *H
Boinbyx mori, in: 184
Gryllus bimaculatus, ommine synthesis in: 185
hydroxyproline-2-''C: 615
Hylemya antiqua (Meigen) - X.18
Lenion maggot]
labelling (£), ¥Na: 467
¥py 487
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[Hylemya antigua ]

y: (p)development: 1366
sterility: 1366
Hylctrupes bajulus {Linnaeus) - V.12
[ European house bores]
¥ 1 quarantine control, timber: 1658
wood, nutritional value of proteins in,
for(2) 1293
Hymenoptera - W,
Bar, M1, YCs, accumulation and elimination
ofy 51
distribution ofy 54
Hypera postica (Gylienhal) - V.18
[alfalfa weevil)
x 1 sterilitys 1124
Hyphantria cunea (Drury) - U,2
[fall webworm]
“Ca, assimilation oft 58
biological half-life: §7: (2): 58
v+ stage susceptibility: 1338
sterilitys 1338
Hypoderma - X.21
[cattle grubl
insecticides against: 708
trichlerphon, for combating in cattle: 784
Hypoderms bovis (Linnaens} - X,21
[Northemn cattle grub; warble grub]
amino acid requirements, *C: 174-5

I

ICR~100 = guinzerine mustard
ICR~100
1264
-, %1 Prosophila melanogaster, viability mutantss
1262
- X, EMS: Drosophila melanogasterz 1264
Dybius discedens Shp., - V.21
mosquito predation, asz 545
Imidan ® "¢ [PH, 4]
rat, metabolism in: 722
residues in; 722
2-imidazelidinane [R.6]
Musca domestica, lipid, ¢ 891
(ovary), lipid, c: 891
indene compounds
-/ys Drosophila melanogaster, mutagenic
effects: 1209
India
irradiatoms: food iradiation: 1668
®Co; irradiations 1639
stored grain: 1668
Indian-meal moth: see Plodia interpunctella
infestation detection
x1 1704
Lasioderma serricorne, stored products; 1703
information
circular, en radiation techniques and applica-
tion to insect pests: 1760
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[insect hormanes ]

infra-red radiation
grain beeties, lethal effects; 1783
injury
cecropia, protein synthesis, “Cs 243
RNA synthests, *H: 243
insect
biochemistry, r.i.: 28
infestation detection, x; 1704
fuod exchange, r.i.: 1791
labelling, Eu + neutron activation: 23
Dy + neutron activations 23
T1 + neutron activaton: 23
ri.z 1791
nutritional requirements, C: 44
resistance, insecticides, r,i,r 23
respirometer, radiometric, “er 1138
sterols, r.i.: 358
tramspiration, “H: 454, 1791
y-irradiators disinfestation: 1873
radiation: aging: 1413
control: 1547
imect control
atmospheric ions for: 1789
e.m, fors 178%; Rev,: 1548
genetic means; 1558
ionizing radiation for; 1789
measures: APX. 4
new perspectives {general): 1573
physicel methods of: 1788

i lE48
Bacillus thuringiensis var. thuringiensiss
x: 1548 11

radiation: 1781-2, 1790
applications: 42
cereal disinfestations 1550
flour product disinfestation: 1550
Hongary: 1546
sterilitys 1118
SMT: 1789
general: 42
prospects for Getman pestss 42
insect diseases, bacterial: see Bacillus thuringiensis
inzect eggs
sulphury? fluoride, application to, ®5: 601
Insect eradication
FAG/IAEA, Joint Divisiop of Atomic Energy in
Agriculture, coordinated programmes for:
1549
insect fauna
old field ecosystem, r.4,: 327
insect, forest
thermonuclear warr outhreakss 1571
imect hormones
chemistry and mede of action, Rev,: 1015
Samia cynthia (dpp), glucose metabolism, Me:
99



{ insect pests}

ingect pests
information circular, radiation techniques and
applications: 1760
radioisctope and ionizing radiation studies on:
1788
insect papulations
radiation effects on: 507
insect repellent
orally effective, “ec: go1-2
mouse assay, Hes 901-2
insect vectors
r.i, studiesy 564
insects
alkylating agents, mechanisms of actien in,
r,i.: 886
amino acid and protein metabolism in develop-
ment, r.i,: 131
antimetabolites, mechanisms of action in, r,.i.z
£86
bischemistty of sugars and polysaccharides in;
Rev,, T.i.: 108
blood-sucking-, artificial feeding of, "*'I; 1781
carbohydrate metabolistn in, r.i.: 88, 97
cosmic radiation/ cosmic flight conditionss
mutageric and other effects: 1221
chemosterilants, metabolism of, r.i,: 838
dimethoate, metabolism of, in vive and
in vitro, ®p: 763
DNA metabolism, 'H, “P; 338
ecdysone: protein metabolism, 'H, “C: 211
RNA metabolism, *H; 217
feeding rates, r.i.: 1526
free nucleotides and derivatives in, t,i.: 240
genetic studies on, Italian universities;y 933
grain infestation, x: 1528
gut abgorption, r,i,z 488
labelling, ®p: 1745
r.i.x 42, 1528
laser, effects ofr APX.8
Iipid, metabotism and function of, r.i.: 372
mass production ofs  APX,11
metabolic contrel mechanisms in, Rev,: 43
mutations and cell killing, heterogepeous
susceptibility: 1143
nitrogen catabolisma in, r.i,: 208
excrefion in, y,f.2 125
gitrogenous and lipid compounds, intermediary
metabolism of, r,i.z 13¢
nuclear catastrophe, effects on: 1528
nucleic acids in, r.i,: 340
¥p.uptake from tree litters 530
phenylalanyl-RNA synthetase, *C: 267
physiclogy ef substance tramsfer between bloed
and CNS, r.i,; 920
predator/ prey relationships, r.i.: 1526
radioassay, plastic enclosures, 'C, %p; 1745
radiapuclide accumulation in: 77
seed fnfestation, x: 1526
SMT, control by: 1582

[insecticide ]

source (°"St + **F planes) calibration: 1727
stercl metabolism in, “or ags
tree litter, a2!“‘-u1:|ti|.?i(e via: 553
trehalose in, C; 98
trichlorfon, absorption and metabolism of, *py
T0l, T39
vamiidothion, metabolism of, {n vive and
in vitro, ®P: 762
virus transmission by, equine encephalomyelitis:
1180
yolk formation, mechanism and control, r,i.:
228
ooy 1540
B(fallout): 1340
stage susceptibility: 1514
sterility; 1a1d
y1 1540
dominant lethalss 1134
sterilitys 1134, 1788
wheat-infesting species {5), lethal effects:
1699
longevity: 1693
reproductve
potential: 1629%
x ! dominant lethalsy 1234
pathogenesis, nuclear polyhedrosiss 1165
sterffity: 1124
stored products disinfestation: 1694
e.m, and sonic energy for control ofs  APX.4
rad{ation;s effectss 919, 1532, 1784
pig carrion decompaosition
pattern: 1525

eradication o 41, 1765
harmful agricultural: 1772

lethal effectss 1432
mutagenic effects: 907
natural ecosysterns: 1528
sterility: 906,1135, 1252, 1560, 1564,
1567,1576, 1774
radiation, chemosterilants: sterility; 1252
insects, agricwitural
r.i. in ecological and biological studies ofr 1775
imsects, aquatic
Ba, assimilation of: 521
radionuclide accumulation in: 510, 522
insects, grain-infesting
y: lethal effects: 1686
sterilitys 1686
tnsects, phytophagow
accumulation and elimination, 35Sr, I, " Cs:
50
inzecticide
Escherichiz eoli, abserption by, Yc. 574
metabolism in, *C: 574
exposwre, radiomettic detection of: 572
neutron activation analysis: metabolites; 1730
residuesy 1730
penetration, leaves {cuticula), r.i.: 578
residue analysis, #p. 758
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{ Insecticide ]

systemic, penetration and translocation, r.i.:
570
Tribolium, pathways in, ml: 67
imecticide rexidues
double itotope derivative essays: 609 1
DOT, "HY TCh
809
dieldrin,
*m/"Cy 609
double isotope derivative dilution analysis, *H,
Mce 1729
neutron activation analysiss 1734
insecticide resistance
mosquitoes, t.1.¢ 585
imsecticide synergists ¥
mode of action, *Cs 887
imsectcide translocation
in patural environment, r.i,; 538
insecticides®*
action and fate, r.i.: 575
action and inaction, Rev,; 588
action and rmetabolism; textbook: 583
chiorinated hydrocarbons, metabolism of, 1.i.:
1791
comparative metabolism and toxicology: 591
cyclodiene, metabolism of, t,1.¢ 611
labeiled, ¥re 587
*Cl: 587
bibtiography oft 1757
mechanistn of action, target enzymes: B3
metabolism, ‘B, “¢, ¥s, ¥cl; 5834
- and toxicelogy, comparative, r.i.:
580
made of action; Rev.: 982
tovement and pemsistence in plants: 573
Musca dorgestica, metabolism in, 1.i,: S8B8
radioisatope studies on: 38
residue determinations, r,i,: 1735
residues, r.i,z §77
spreading test, pus 576
imecticides, systemic
absorpHon and framslocation, t.i.: 580
indine-125
albumin, Chironomus tentans fhaemocoel),
protein transports 181
iodine-131
accumulation, distribution and eliminstion in
imsects; 50-1, 55
Aphis fabae (¢, a), incorporation into: &0
biclogical half-life determination in bugs
(various); 1728
Gamponotus, localization of infestation: 552
nest area; 552
Coleoptera, distribution in; 54
Culex pipiens fatigans, dispersal; 8

*  See also Table 2, section A.
*¥ See also under individual insecticides and
Table 2,
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[ireadiaton ]

1211, food transfer to neighbouring nests, Formica: 479
Fotmica cineraea, colony size estimation: 495
haemolymph, Periplanetz smericana: 70
Hymenoptera, distribution iny 54
inzects, gccumulaton and elimination by: 50-1

metabelic distribution in, varions: 53
(phytophagous), accutaulation and
elimination by: 52
Kalotermes flavicollis, blological half-life in:
488
trephallaxis: 488
Labelling, Culex pipiens fatigans: &
Drosophila: 1283
flies: 1791
Formica cineraea: 495
silkworm; 1283
Lasius neoniget, habitat selection by queens: 490
Lepidoptera, distribution in: 54
metabolic dixtribution in Insects, various; 53
nest area, Camponotus: 473
Orthoptera, distribution in: 54
Petiplaneta ameticana, haemeclymph circnlation
ratez 1791
Solencpsis molesta, habitat selection by quesns:
480
Trbolium, insecticide pathways in: 87
iodoacetamide
~/x: Drosophila, spermatids, spermatozoa: 1235
ips, Califomnia five-spineds see Ips confusus
Ips confusus (LeConte) - V.42
[California five-spined ips]
y: behaviour (gallery pattern¥ $): 1479
longevity: 1479
mating behaviour (o ): 1479
(a) sterility; 1479

iridiym-192
grasshoppers, biological half-life imz 1
labelling, grasshoppem: 1

iron-59
Amblyernma americanuin, dispersal: 503

migration: 503
caddisfly (£), concentration in: 498
EDTA: Culex pipiens, accumulation coefficient:

33
elitnination rate, Triatoma infestans; 562

haemolymph, Periplaneta americanay 170
Phlebotornus longipalpis, feeding rate: 963
blocd volume ingested:
563
irradiation®
grain disinfestation, Turkey: 1887
products, disinfestation, USAr 1662
India. food treatment: 1839
quarantine control measores 1656
Turkey, y: 1640
vyt foodr 1629
grain disinfestation: 1640

¥ See alse under disinfestation,



[irradiacor ]

irradiator
bulk-grain and packaged-commodity-,
Savannah: 1677
Cs, portables 1700
economics, grain disinfestation, India; 1668
facilities, Indias 1668
fapan; 1676
grain disinfestation: 1646, 1848, 1683, 1878
(bulk) disinfestation: 1631
products- ¢ 1858
Hawaiiz development (HDD), *Co: 1661
tropical fauits 1682
Hawaiian-, yr 1672
mobile-, Atomic Energy of Canada Ltd.: 1677
mobile gamma: 1642
« {MGI), AFC programme: 1659
pocl-type: 1672
pottable: bulk dizsinfestation, Israels 1702
Puerto Rico, disinfestationr 1688
quarantine (dry unit): 1672
sthip: grain disinfestation; 1626
Turkey, grain: 1643, 1845, 1852
¥+ bean disinfestation: 1676
disinfestation: 1673, 1888
forage disinfestations 1689
fruit disinfestations 1672
South Africa: 1674,1778
graim 1637, 1843, 1645, 1852
bulk disinfestation: 1885
disinfestation: 1689
Japan: 1878
insect sterilization: 1778
Istael; 1886
vegetable disinfestation: 1672

South Africaz 1674
Co-source- disinfestation, bulk, Israel: 1702

grain disinfestation, bulk: 1791
bulk eco-

nomicsy 1701

India: 1E88
portable: grain, India: 1663
s sources disinfestation, bulk, brael; 1702
food processing: 1642
irradiators
in agriculture; 1669
for disinfestationy 1689
economics of: 1702
electron accelerators, Iscael: 1702
for grain disinfestations 1702
y-. various types, Amtralia: 1690
Ischnodemus bading - 3,.8/9
talt-marsh ecosystem, food chain in, ®o: 528
iscbornylthlocyano acetate
Musca domestica, methylcarbamate
metabolism in, ''C: 837
Isolan-"*C [X.9}
bean plant, metabolism {n: 329
Musca domestica, metzbolism by NADPH,-
tequiring enzyme: 844

[karyotype]

1at {liver microsomes), tnetabolism in; 839
metabolisin and persistence ing 827
Iiolan, carbonyl-'*C-labetled
bean plant, persistent glucoride metabolitess 330
rat, metabolism iny 828
bydrolysis products in: 825
L-isoleucine-U-"*C
Lotusy 582
Isoprenoids
Hyalcl:hom cecropia, (m), C: 375
2-1soptop-" C-oxyphenyl methylearbamate
albumin; oxidative metabolitm by Musca
domestica microsome - NADFH,
system: 843
{sotope detection method
insecticide residue determnination: 696
isctopic dilution
y-isomer in bexachloran: 650
Iarael
food irradiation programmes, economic aspects
oft 1702
frcradiators: 1886, 1702
SMT, Ceratitis capitata, trials: 1868
(), Ceratitis capitata; 1702
Omithodoras tholozani, prospects: 1622
Italian universities
genetic studies on imectss 913
Ttaly
radiation: grain disinfestation, economics: 1675

J

Japan

frradiatar facilities: 1678
¥ ¢ bean disinfestation: 1876

grain disinfestation: 1878
Javesella pellucida (Fabricius} - Q.8
dispersal, ¥p; 498
labelling, “P; 498
migration, ®p, 13, 498
juvenile hormone
Locusta migratoria, bwchemis!ry 194
saturniid maths (p), RNA syathesis In tissue, *H;
3z1

K

Kalotermes fiavicollis (Fabricing - K,2
trophaliaxis, In psendoworkes, 'I1: 488
x ! [(e) lethal effects; 979
radiosensitivity and nucleus differentiation:
979
karyotype .
Aedes cataphylla, "H: 318
Aedes domalic, ®Hy 318
Culiseta impatiens, ;318
Culiseta inornata, YH: 218
Culex tamalis, *Hr 318
mosquito, comparative study, *H: 318
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[karyotype }

Peorophora signipennis, *H; 318
keto aclds-"'C

Peridroma saucia {£), nuclear polyhedrosis

vitusy 462

@-ketodec-Z-envic acid

Apls mellifera, metabolism in, Yo alp
e-ketoglutaric acid, sodium-5-"C: 615
khapra beetle; see Trogederma glabmum

Trogoderma granarium

kynurenine
Drosophila melanogaster, hydoxylation in, YH:
153
L
labetled comnpounds
synthesis, apparatue fors &31
labelling: see under individual radicisotopes and
systerns
laberatory
manuat, isotopes and radiation in entomologys:
1792

training course, isotopes and radiation in ento-
meology: 1793
larnpbrush chrormosome {Y-)
Drosophila hydei, structure ard function, *H; 285
Laphygarmna frugiperda (. E.Smith) - U.29
[fall army worm]
radiation; oxygen uptales 1303
large canna leaf roller; see Calpodes ethlius
large milkweed bug: see Oncopeltus fasciatus
Laser
insects, effects on: APX.8
arthropods, phytophagous, effects on: APX.9
Lasioderma serricorne (Fabricing) - .1
[cigarette beetlel
infestation detection (biscuits), x 3 1702
lfe cycle, x: 1703
¥t (e} susceptibility: 1445
lethal effects (e}r 1445
stagé susceptibility: 13291
sterility: 951, 1391
-, chemosterilants: sterflity: 951
Lasius neoniger - W,14
habitat selection by queens, '*'1; 490
Lathridius (Enicmus) minvtus Linnaeus - V.46
(salami pest)
vyt lethal effects {#,p, 2} 1428
leaf heetle; see Altica marvegans
leafboppers aee Calligyponz pellucida
Cameocephala flaviceps
Cuetna costalis
Empoasca sp.
Javesella pellucida
Scaphytopius acutus
leathopper, clover; see Aceratagallia sanguinolenta
sugarcane: se¢ Perkinsiella szccharicida
leafhoppers - QQ.6
virus transmission by, Mo nag
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[*H-leuctne]

leaf roller, latge canna: see Calpodes ethlius
Lleaf roller moth: see Grapholitha molesta
teaves ¥
imsecticide penetration (enticula), r.i,: 578
leeches, blood-sucking ¥¥
DDT, absotption of, '4C: 643
dehydrochlorination of, *C: 643
lentils
neutron activation; methyl bromide residues:
1731
Lepidoptera - U,
¥sr, ‘*1, ¥Cs, aceumnutation and elimination
of: 51
distribution oft 54
radiation: sterility; 1133, 1257
-, chemosterilants: sterility: 1257
Lepistna saccharina Linnaeus - B,1
[silver fish]
radiation: antenna fmoverent: 1483
Leptinotarsa decemlineata (Say} - V.13
[Colarada (potato) beetle]
DHNA synthesis {emb), "H: 311
imecticide application, microdoser: 1753
labelling, *Co: 535; (a); §
protein gynthesis [emb), 3 a1l
RMA synthesis (emb), “H: 811
SMT (x): 1577
x 1 (e) development: 1337
sterilitys 2577
lesser mealworm: see Alphitubius diaperitiug
Lestes sponsa ~ F.7
baemolymph circulation {wing), 2p; 433
Lethocerus cordofanus - Q.3
{glant water bug)
fitght muscle, contractile mechanism, “Ca: 56
leucine-r,i.
s puffs, Drosophila buskifs 334
H-leueine
age: protein synthesis, Drosophila subobscura:
136
Calpodes ethlius (fat body), peotein: 140
Cecropia moth, incorperation inte blood proteing
and yolks 2191
Chironomus tentans, peotein synthesis in: 256
(giant chromosomes),
puffing: 449
Drosophila hydel (glanf chromosomes); 116
Hyalophora cecropis (p)(wing epidermis), protein:
332
Leptinotarsa decemlineata (emb), proteins; 311
Musca domestica, amino acids, oogenesis: 92
proteins; 176
Panorpa communis (cocytes): 154

# See alwo bean {foliage).

* Japanese leech, Hirudo nipponia,
Southeast Azian buffalo leech, Hizudinaria
manitlensis.



[ *H~leucine

Rhynchasclara angelae; 312
proteins, larvai develop-
mentr 313
proteins {puffs): 313
Tenebrio moiitor (emb), proteins: 211
tumour induction, Drosophila melanogaster (¢ )
a1
L-leucine-"H
Drosaphila melanogaster {cell-ftee preparations),
protein synthesis: 150
*H-D/L-lencine
Drosophila hydei (2ampbrush Y-chromosame},
protein: 285
DL-leucine-4,5-"H
Blattella germanica: 359
Drosophila; 359
Drogophila melanogaster (imaginal disks)s 151
Galleria mellonella; 358
Malacosoma: 359
Musca domastica: 359
S{mulivm; 259
“e-lencine
Drozcphila melanogaster {p} (tibosomes), protein
synthesiss 166
Drosophila virilis (ribosomes), protein synthesis:
143
Musca domestica (polyribosomnes), protein syn~
thegis: 232
Phormia regina (emb): 268
Triatoma infestans: 112
DL~leucine-"cC
DDT: pwotein metabolism, rat(iiver): 673
Drosophila hiydei (lampbrush Y-chromosome),
protein: 285
eedysone: protein synthesis: 123
DL-teucine-1-' C
Triatoma infestans, protéin bfcsynthesis in: 110
“¢-1-1enctne
Botnbyx mori {silk gland), proteins in aceliular
system; 155
Diptera, sclerotization {n: 182
1-leucine-"*C
Bombyx mori (p, noo-cellular system): 178
Drosophila melanogaster {cell-free), protein
synthesfs: 150
L-leucine-1-"C
615
DDT: protein synthesis, Hela cellss 613
dieldrin: protein synthesis, Hela cells; §12
Drogophila melanogaster {imaginal disks),
protein synthesiss 151
lencine«U-"C
Lencophaea maderae ({solated abdomen), meta-
bolism in: 448
Leucophaea maderae (Fabricius) - H,2
fMadeira cockroach]

[uipids]

carbohydrate metabolism, “c: 107
hormonal and meta-
belic tegulation of,
“es 105
corpus cardizcumn hormone(s): glycogen metabe-
lsm, YC; 108, 107
lipid utilization,
Mey 105, 107
glycogen content, varlations {fat body, ovary,
emb), “Cc: 106
metabolism  (fat body, ovary, emb),
s 105
in oogenesis, YC: 107
hormone (corpora cardiaca): protein synthesis
(fat body, in vito), 'C; 235
lipid metabolism, “c; 374
cocyte development (isolated abdomen), *Cs

445
phozphiolipids (fat body), release and transport,
“e, Fp 401

trehalose synthesis, *¢: 105, 107
Leucoptera coffeella (Guer,} - U,.22/23
[coffee leaf miner]
SMT (y): 1545
¥t reproductive potentfal: 1545
sterilitys 1131
leucopterin
Pieris brassicae, “Ce 218, 224; (p)yr 228
leucopterin-"'C.
pteridine interconversions, Colias eurythemer 234
Libellula depressor - F,B
haemelymph circulation (wing), B5e 435
LibeNula quadrimaculatus - F.8
haemolymph circulation (wing), Pp; 432
lodane- "¢ [c.2]
fish, elimination by: 630
uptake by: 629
dsoil. decomposition by 692

corpus cardiacum hormones utilization, Leuco-
phaea maderae, “C: 105, 107
Grlieria mellonella (follicular vesicle), syn-
thesis in, “C: 381
(ovariole), synthesis in,
“erose1
Leucophaea maderae, metabolism in, “C;
105, 107, 374
metabolistn and function in insects, r.i.: 373
Musca domestica (ovary), oo ossl
2-imidazolidinone: Musca domestica {ovary),
Me: g1
{=bound) camitine derivatives, Phormia 1egina
(fat body), Mc; 289
lipid compounds
ingects, intermediary metabolism in, r.i,s 130
lipid metabolistn
Periplanets americana, embryogenesis, %Gy 381
lipids
Anthonomus grandis, biosynthesis in, *C: 1137-8
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[lipids]

Galleria mellonelta (£), transport in, *‘Cs 408
lipids, neutral
‘Galleria mellonelia (fat bedy), palmitate in-
corporation into, Ues 407
Sarcophaga bullata (2 ¥ fat body). metabolism
in, “c; 398
lipids, non-saponifiable
Avicnlaria avicularia, synthesis in, *C: 408
lipoproteins
digiyceride-bound, Philosamia cynthiz (thaemo-
lymphy, “'C: 263
locust flight (haemolymph), 'C: 285
little house flys see Fannia caniculatis
liver
635, BLS
carbasyl in rat-, sH: 835
DDT metabolism in rat-, "o 673
malathion metabolism iz man- and rat-, My
835
methyl parathion, degradation by hoimogenates
of-, %y 788
methyl] paracxon, degradation by homogenates
of-, ; 788
desalkylation and toxicity,
Yo 73
parathion, degradation by homogenates of-,
®p: a3
metabolism in rabbit- and rat-,
%p: 88; “St 766
Sumithion, degradation by homogenates of-,
p; 788
locast: see Locusta migratoria
locust, desert: see Schistocerca gregaria
Locusta migratoria - H.%
[migratory locust]
billiverdin biosynthesis (£), %C: 198
di- and tri-glycerides (fat body), “C: 404
fat synthesis {fat body), *Cs 403
frontal ganglion removal: protein metabolism,
Her 137
protein synthesis
(n2,4), “C: 251
RNA synthesis (n3, 4),
Ye, 'H: 251
Gregarina garnhami, nutritionof, *5; 536
juvenile hormeone, radioisotopes: 194
lipoproteins (haemolymph}, during flight, C:
286
oogenesis, “H: 417
pigmentation {cuticle}, Moy 152
protein synthesis, cogenesis, fHr 417
BNA (cocyte chromosomes), “H:  801-2
synthesis, oogenesis, *Hr 417
seylloinositol, occurrence, YC: 362
Besitosterol-28, 28- ‘C uttlization: 360
lone star tick: see Amblyommg americanum
Lotus
cyanide metabolism in, 'C; 592
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[ Macrothylacia rubi]

Lucilia (now Phaenicia) cuprina {Wied,} - X5
[blowfly]
booby-trappings APX.10
fatty acid oxidation (thoracic tissues}, develop-
ment, “C: 369
meianin (pupariumj}, Yo, 158
pyrophosphate exchange, amino acid dependent-,
®p; 183
Lucilta sericata {Meig,) - X5
1-naphthol: glucuronide conjugates,'*C: 596
SMT, trialsy: 1589
Lutzomyia (Phlebotomus) longipalpis {Lutz & Neiva,
1812y - X.27
{sandflies)
labelling, P 7, 464
©p, effective half-life of: 484
Lycosidae - Ar,4
{wolf spiders)
predator-prey system, B¥ce: 543
Lycosa punctualata - Ar.4
s turnovers 73
Lygus oblineatus - Q.11
taxicosis vector, i,z 580
Lymantriz dispar -~ U.25
[ gipsy mothl
¥t (p) teproductive potential: 1148
sterility: 1148
Lymantria monacha Linnaews - U,25
[nun moth]
dispersal, Eu, Dy; 499
labelling, Eu, Dy: 499
lysine-r.i.
puffs, Drosophila buskil; 834
81-¥-1:||':im’.
Chironomus tentans {s2livary gland), proteins in;
181
Musca domestica, atnino acids, oogepesiss 92
Sciara coprophila (f Ysalivary gland), nncleo=
protein: 331
DL-lysine-*4C
Bombyx mori, fibroin, incorporation into: 117
L-lysine-C
cyanide; rat(brain), transportin: 597
L-lysine-U-HC
Phonmia regina, protein: 142
lysinoalanine
Bombyx mori, formationin, “C: 211

M

Macrosiphum pelargonii (Kaltenbach) - QQ.%2

parathion, uptake, Bg: BO2

residuss after 24 h, s 802

Macrosiphum pisi - QQ.2

SD B447, toxicity ofs 798
Macrosteles fescifrons - .14/ 15

wirus transrnission, r.i.: 580
Macrothylacia rubi Linnaeus - 1,22

Bsr, ™1, *¥'cs, distribution in (£): 59



[Madeira cockroach]

Madelira cockroach: see Leucophaea maderae
maize ¥
phorate, metabolism of, #p 798
uptake and distribution of, ¥p: 788
&-methoxybenzoxazolinone: Ostrinfa nubilalis
tesistance, *Cy 903
¥ ¢ disinfestation; 1640
Malacosoma americanum (Fabriciusy - U, 22
[Eastern tent caterpillar]
protein synthesss in, *H: 359
RNA rynthests in, *H1 858
¥ ¢ (£3,4) lethal effects: 1443
{oucleolar-polyhedrosis-infected 2): 1443
virus (nuclear-polyhedrosis-}) development
(B} 1443
Malacosoma neustria L, - 1,22
[tent caterpillar]
proteins (ovary), 418
RNA {(ovary), ‘H: 416
malathion [PA.B]
-/ x3 Musca domestica, toxicity: 1182
x ¢ flies (p,a), changes in susceptibility, sexual
differences; 1171
malathion-"C
cotton, persistence in: 895
man (liver), metabolistm in; 835
Musca dornestica, metabolism Ins 1991
Oncopeltus fasciatus (e, einb), uptake by: 610
Pseudomonas sp,, metabolism in, Yoo 787
rat (liver), metabolism in; 335
801l degradation by: 757
Trichoderma viride, metabolism in, *Cr 757
tnatathion-"F
syntheais: T41, 743
cattle (heifer), metabelism in: 794
residues {in bone, liver, meat
cuts, paticrease, thymus,
thyroid): 794
hen nematodes: 734
malathjon-%5
synthesiss 743
field tests, metabolism and residues: 586
maleic hydrazide
-/ yt Drosophila melanogaster, sex-linked
tecessive lethals; 1214
mallow moth: see Pectinophora malvelta
malonate-1-14¢
Locusta migratoria, fat synthesis: 403
malonate~2- ¢
Locusta migratoria, fat synthesiss 403
malonate-3-1¢
nicotine biosynthesisr 858-9
mammals
BHC, distribution In tizsues, *C: 884
camaryl/ 2, 3-methylenedioxynaphthalens, "3,
Mc: sa0

¥ See also "com™.

[mealworm, lesser]

man
carbaryl, metabolism in liver, °H, C; 835
malathion, metzholism in liver, l"C: 835
parathion, percutaneous absorption of, ®p: 723
Manduca sexta (Johannson} - U,48
[tobacce homnworm]
hypocholesterolenic agents: A-sitosterol metabo-
lsm, “C: 400
SMT; proposals fors 1553
prospectss 1559
sterol metabolism, *H, ¥C: 398
Her o400
f-sitosterol dealkylation, *H: 399
manganese-34
Dytiscits masginalis, accumulation in: 510
Hydsophilus pleeus, accumulation ing 510
Notonects glauca, accumulation in: 510
Ranatra linearlsy, accumulation inz 510
Sympetrium depressiusculumn, accumulation iz
. 510
mango
¢ disinfestationr 1638
mango sead weevil: see Stetnochetus mangiferae
mantls, Chinese: see Tenodera atidifola sinensis
mantis, European praying: see Mantis religicsa
Mantis religiosa (Linnasus) - H.8
[European praying mantiz: religious mantis]
billiverdin biosynthesis (£), ¥C: 189
Melanoplug femurubrum, predator ef, gy 547
Marmota m, baibacina
flea parasites, r.i.; 542

marsh ecogystem
DDT cycling in, ¥CL: 681
Matacil-"c (x.8]

bean follage, metabolism in; 202
plant, metabolism in: 329
Musca domestica, metabolism ing 837
metabolism by NADPH,-
requiring enzyme: 844
albumin: oxidative metabolism by Musca
domestica microsome-NADPH,
systemz 843
rat (liver miciosomes), metabolism in: 833
metabolism and persistence in: 827
Matacil, carbonyl-"*C-labelled
bean foliage, metabolism in: 804-3
plant, pemsistent glycaside metabolites:
830
rat, metabolism in: 528
hydrolysis products ing 828
Matactl, dimethylamino-"'C-labelled
bean foliage, metabolism in: 804
Matacil, N-methyl-''C-labelled
bean foliage, metabolism in: 805
MC-600
Muosca domestica (microsomes), metabolism in,
% a4l
metabolism: in, *C: 841
mealworm, lessers see Alphitobius diaperinus
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[ mealworm, yellow]

mealworm, yellow: see Tenebrio molitor
mealybug, citrus: see Flanococcus citri
Mecostethus grossus - H.1
X! spermatogenesist S73
Mediterranean flour moths see Anagasta kiihniella
Megasalia scalaris (Rondani 1856) - X,23
x ¢ chromoseme aberrations (recombination):
1012
-flaw T: chromosome aberrations {recombin-
ation): 1019
Megoura viciae {Buckt.) - QQ.2
alimentary tract, ”P: 428
DA {numse cells of amphigonic and partheno-
genetic ovaries), ‘Hz 322
feeding, “p: 428
feeding me;hanism. 2p; 476
labelling, “P: 476
melanine
Lucilia coprina {pupariumy}, Yer 156
Melanophila californica Van Dyke - V.8
{California flatheaded borer]
hahits, x: 1754
late larval mortality, x: 1754
Melanoplos biliteratus - H.1
food chain, ®P: 556
trophic transfer index, ¥p: 556
Melanoplius bivittatus (Say) ~ H.1
[ two-striped grasshopper]
carbohydrate metabolism, “C: 87
Melanoplug differentialis - H.1
[differential grasshopper]
x 1 (e} development; 187
yolk-5H cucve; 187
Melanoplus fermnuz-rubrum (De Geer} - H,1
[red-legged grasshopper]
food chain, “P: 556
labelling, p; 547 .
prey of Mantis religiosa, “P: 547
trophic transfer index, . 556
Meligethes aeneus {Fabricius) - V.35
dispensal, P 506
labelling, ¥P: 506
migration, ¥p; 498
Meloiontha melolontha Linnaeus - V.41
[ eoclchafer]
¥ & sterility: 1582
y: sterility: 1382
Melolontha vulgaris (Fabricius) - V.41
[cockehafer]
trehalose, 1"C: 91
SMT: progress; 1559
tsmall scale), Switzerland: 1581
trials: 1589
{x), field trial: 1580
X1 (#)aterility 1580
melon fly: see Dacus cucurbitae
menazon-"*C [PH. 9]
rat, metabolism in: 703, 726
plants, metabolismn in: 702
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[ 2,3~methylene~dioxynaphthalene]

menazon="p
plants, metabolism in: 703
Mesurol- ¢ [Xx.2]

bean foliage, metabolism in: 803
plant, metabolism in: 829
Musca domestica, metabalism in NADPH,-
tequiring enzyme: 844
albumin; oxidative metabolism by Musca
domestiea micrasome-NADPH,
gystems 843
rat, metabolism and pemsistence in: 827
{lver microsornes), metabolism in: 838
Mesusol, carbonyl-""C-1zbelled
bean foliage, metabolism in; 804
plant, persistent glycoside metabolitess
830
rat, metabolism in: 828
hydrolysis products in: 328
Meturol ®, ¢ = 0-labelled
tusca domestica, metabolism in: 237
Mesurol ®, N-"CH,-1abelled
Musca domestica, metabolism fn: 837
metabolisim
control mechanisms in insects, Rev.: 43
Metafos
production monitoring, r.i.z 1717
metamorphasis
biochemical aspects of, r.i.: 40
P-metzpa. 873
methionine
Acantholyda nemoralis, " 135
methionine- %
Bombyx mori, fibrofn, incotporation into; 117
Gryllus bimaculatus, ommine synthesis in; 186
insect parasite, nutrition of: 53§
methionine-L- 5§
Antheraea pemyi; 206
Bombyx mod: 206
methicnine (me.thyl- C)
RNA methylation, Stmittia parthenogenetica
{R}{(silk gland) 244
2-Y¢-6- -methoxy-2{3)-benzoxazolinons
maize resistance to Ostrinia nubilaliss 903
methyl alcohol~ "
Periplaneta americana (abdominal nerve cord),
permeabilitys 372
methyl- ‘G- amine
bean plant, methyl cs.rbamate metabolism in;
829
methyl- “C.amine hydrechloride
1at, methylca.rll:fmate metabolism in: 928
methylcarbamates- C
tat, metabolism in: 828
metabolism and persistence inr 837
3-methylcholanthrene-"H
Drascophila hydei (salivary gland), localization
in: 451
2,3- methylene-dioxynaphthalene [A.10]
mammals, synergistic action, *H, "‘Ct 840



[2,3-methylena-dioxynaphthalene]

Musca domestica, synergistic action, *H, “C:
840
methylene- “C-dioxyphenyl compounds [A.8]
insecticide synergist: 802
synthesis; 898
Musca domestica, metabolism iny 892-3
rat, metabolism in: 382
DL-{N-methyl-"“C)-3-methyicholine chioride: 389
O-methyl O-p-methylthiophenyl methylphospheno-
thionate- %p
cotton plant, metabolism in: 705, 774
uptake and translocation in: 7085,

T4
methyl pa:aoxcn-l‘c [PC,1]
mammalian liver, desalkylaticn and toxicity:
133

methyl paraoxon-¥p
cautiflower; 788
Chila suppressalis, degradation by: 788
Periplaneta americana: 788
rat {liver homegenates): 783
methyl patathion-"p
Insects:
Bombyx mord (€35, midgut}, degradation by: 725
Chilo suppressalis, degradationby: 724, 788
Musca domestica, R- and $-, metabolism fn:
T35
Periplaneta americanar 738
Xylotmpes dichotomus: degradation byr 724
(#3), degradation by:
1%
Otlter Animals:
mice, metabolism int 734, 736
toxicity in: 738
rat: degradation by: 7T24
(liver), degradation by: 725
(liver homogenates); 788
Miscellaneouss
carrats;  disuibution and hydrolysis in: 714
residues in; 718
canliflower: 788
protective clothing, permeability of: 712
*H-methy] thymidine
Bombyx morl (silk gland), DNA: 280-1
“G-mevalonic acid
Hyalophora cecropia, sterol metabolism: 375
mevalonate-'1C
Acanthomyops claviger, monotetpene synthesis:
ae
Anisomorpha buprestoides, cyclopentanoid
terpene biosynthesis ins 388
14C,-n-levalr:ouil: acid
Coreyra cephalonica, cholesterin metabolism:
292
Mexican fruit fly: see Anastrepha ludens
Mexico
SMT, Anastrepha ludens: 1803
mice
methyl parathion, metabolism, “P; 736

[ menoterpene]

Sumnithion, metabolism, *p: 736
Microbracon hebetor - W,5
14C-F_k-azagua.nine(aﬁ?): 127
Micrecerotermes edeatatus Wasmann - .4
intestinal transit, x; 1743

microdoser
insecticide application: 1753
microflora
¥-BHC degradation in tropical soils, 'C; 655
microorganisms
dieldrin degradation by, '*C: 860
Middle east
SMT, progress report, Anopheles pharoensis:
1544
Ceratitis capitatas 1544
midgut

radiations Anthonomus grandis: 1331
milk
fenthion, residues of, “Pr 747
Guthion, residees of, ®pr 721
Temil, residues of, ¥S; 818
trichlorfon, degradation of, Zpr 109
trichlerphon, residues of, ®p, 784, 788
trichlorometaphos, ®p, &5; 760
millkweed bugs - Q.10
ey, metabolism of: 507
mite, grain: see Acarus siro
mites - Ac.
on Rangaroo rats, radioecology, Nevada test
siter 1524
mites, forest
mineral cycling: 514
Teites, grain-infesting
¥ 1 lethal effectss 1686
sterilitys 1686
mitomycin
fibroin synthesis, Bombyx meori (£ ¥ posterior
silk gland), Mc: 221
-+ %1 Habrobracen (oocytes, sperm), mutagenic
effectss 1274
-, ¥: Dresophfla melancigaster, sex-linked re-
cessive lethals:
1280
sex-linked re-
cestive semi-
lethalss 1280
mitomycin C
-/ ¥ 1 Drosophila melanogaster, mutagenic
effects; 1211
mohile gamma {rradiater (MGI)
AEC imadiator programme: 1659
monkey
chlordane/ digoxin-*H: heart, liver tissus: 851
DDT/digoxin-"H: heart, liver tissue: 61
monoamine oxidase
Tribolium eonfusum, tole in, 14C: 128
monetelpane
synthesis in ant, *C: 576
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[ Mordellistena sp. ]

Mardellistena sp. - V.33
{Flower beetle}
food chain, p; 556
traphic transfer index, py 558
Mormaniella
x: eye colour mutations: 1115
Mortnoniella vitripennis {Walker) - W.7
x ¢ dominant lethalsy 1129
{e) dose-action curves: 1114
eye colour mutations: 1086
sex-linked recessive lethalss 1129
sperm, mutagenesis: 1114
n: (&) dose-action curves: 1114
net eye colour mutations; 1060

n s eye colour mutations: 1060

radiations life span (a): 1408
mosales
t Drosophila (sperm), DNA; 35
mosquite® - X.11
orally effective repellent, '*C:  901-2
sterilization: 1713
mosquite, cotnmon malaria: see Anopheles

quadrimaculatus
Southetn house; see Culex piplens
quinquefasciatus
wheat-stem gall: see Haplodiplosis
equestris

yellow fever: see Aedes aegyptl
masquitoes - X.11
insecticide resistance in, r.i.: 585
labelling, dispersals 22
ecology: 22
human blood preferences: 22
migration; 22
population density: 22
SMT, trials: 1569
moth, Angoumois grain: see Sitotroga cerealella
cecropia: see Hyalophora cecropia
codlingt see Carpocapsa pomonelia
cynthia: see Samia cynthia
commaon gipsy: see Porthetria dispar
European pine shoot: see Rhyacionia buoliana
gipey: see Lymantria dispar
greater wax: ses Galleria mellonella
hawk: see Celerio euphorbia
hellyhock seed: see Pectinophora malvella
japanese oak: see Antheraea pernyl
leaf roller: see Grapholitha molestz
mallow: see Pectinophora malvella
Mediterranean flour; see Anagasta kithniella
Ephestia kiihniella
pelyphernus: see Anthéraes polyphemus
unmatched gipsy: see Ocneria dispar
wood: see Zeuzera aesculi

¥ See under individual species; alsa Table 1, X.11,
Cullcidae,
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[ Musca domestica)

math
Bt eyer 1317
moths - 0.

food chain, ¥P; 556
trophic tansfer index, *P; 556
SMT, Canada: popularized: 1619
mouse
aldrin, metsbalism of, *Cr 646
carbaryl, metabolism of, "Cs  748-7
clilordane, metabolism of, Ye: 848
DDT tolerance, YC: 608
DFP: nptazke and toxicity, “Ps 771
uptake (diaphragm, end plates), “C,
“py 773
dieldsin, metabolism of, C: 646
dihydroheptachlar, metabolism of, “C: 648
dimethoate, metabalisi of, in vive and
in vitre, ¥p; 763
endosulfan, metabolism, storage and excreétion
of, Mo &1
endrin, tetabolism of, '‘C; 646
EFN: dimethoate metabolism (), "H: 797
toxdeity (9): 197
heptachlor, metabolism of, *C: 648
mosquito fepellent, assay, *C: 901-2
methyl parathion, metabolism of, P 724
parathion, metabolism in liver microsomes,
#py 768
Sumithion, metabolism of, ¥P; 734
telodrin, metzbolism of, *C: 646
trichloremetaphos, metabolism, 2P, ®S: 780
vamidothion, metsbolism of, in vivo and
in vitro, ¥p; 763
x/ Apls mellifera venom: letha! effects; 1723
-/ dimethyl sulphoxide; lethal effects: 888
mud
DDT in, 'C: 618
Musca domestica {Linnaews) - X.19
[ housefly]
223
acetylcholine (brain), metabolism and signi-
ficance of, '*C; 463
albumin: oxidative metabolism of Baygon, el
843
Mataeil, *C:
843
Mesurol, 1'C:
842
uc-10854,
s Bd3
Cartbaryl- "'C:
343
aming acid incorporation; §2
6-azauridine: DNA synthesis (ovary), "H: 437
RNA synthesis (ovary), *H: 437
ovary (development), *C: 437
breeding sites, detection of, ®p: §, 10
Ca: ethanolamine incorperation (fat body)(2),
e 365-7



[ Musca domestica]

Ca: seripe incorporation (fat bodyX £), %
367
cholestanone te cholestanol convenion {23,
“e: am
cholesterol, metabolism and utilization, “C:
466
DNA, oogenesit (oocyte chromesomes,
nueleol), *H: 418
RNA, oogenesis {oocyte chromosomes,
nucleali), ‘Hr 418
supply, oogenesis; 92
synthesis, cogenesis, *H: 417
syothesis in, "Hr 358
ecdysonet DNA synthesis, W1 178
glucose metabalism, TH: 178
protein metabolism, *Hy 176
RNA synthesis, °H; 176
ethanclamine incorporation (fat bodyXe), ™
368
5-fluorcuracils (e) sterilitys 885
RMA: 885
glycogen accumulation, oogenesis: 52
2-imidazolidinone: acetate incorparation, l“C:
iiD
lipid centent {ovary), "'C:
31
labelling, “p: 9, 10, 1791
mitschondria, oxidative phosphorylation and
respiratory control in, 4C: 445
oogenesis, 3H 417-8
phenols-phosphate conjugatmn in; 593
phosphatide bicsynthesix {23, “C: 363
phosphalipids (subcellular fractions), “p, 380
protein synthesis in, *H: 359
oogenesis, H° 417
polyribosomnes, “C: 232
serine {ncorporation (2), phosphatides, “*C; 368
Insecticides:
insecticide metabelism, r.i,: 883
allethriz, metabolism of, ‘‘C: 852
apholate: nucleotide ratos (e), *C: 887
RNA synthesis (e), ®P, *C: 88T
azodrin, metabalism of, ''C, ¥ 700
Banol, metabolism by NADPH,-re.qw.ring enzyme
system, "C: 844
metabolism of, “iCr 837
Baygon., metabolisin by NADPH -tequiring
enzyme system, plecy Y71
metabotism of, C: 837, 897
catbaryl, absorption and metabolism, HC‘: 815
metabolism by NADPH,~requiring
enzyme system, C: 844
carbaryl/ 2, 3-methylenedioxynaphthalene, *H,
“oro840
chemosterilants, metabolism, r.i,; 888
DDT and derivatives, metabolism and toxicity,
*H: 570
DDT: convulsive hydrazides: metabolism,
"os 615

[5D &447]

formate and proline metabolism, ¢y
138
glucose incorporation (DT-R-), “C:
- 11
glycine incorporation {DDT-R-), “*C
- 111
metabolism of, ‘C: 690, 1791
retention of, “C: 690
DDT-resistance, ®Cl: 62
diazinan penetrability, R- and $- (2), P 750
dietdrin: application method: toxicity and
distribution, ¥G:  é80-1
metabolism in $- and R-, "*C: 674
uptake by S~ and R-, “C: 874
dimetheate, metabolism of, H: 797
dimethrin, metabolism of, *C: B5Z
dirnetilan, detoxication of, *C; 848
metsbolist of, ¥C: 848
dl-cis-trans-allethrins=2-'%C, metabolitm of:
845
EEN: dimethoate metgbolist, *Hr 797
toxicity: 797
4-HBT, metabolism of, *C: 841
hemel, metzbolism of, '*C: B78
hemel: steriiity, "*C: B76
hempa, metabotism of, “C; 877
hempa: sterility, “'C; 877
HR5-1422, metabolism by NADPH,~requiring
enzyme system, FC:; 844
Isolan, metabolism by NADPH,-zequiring
engyme system, 4C1 544
malathion metsbolism, ¥cs 1791
Matacil, metabolism of, *C: 837
metabolism by NADPH, requiring
enzyme syxtem. ‘C: sa4
MC-800, metabolism of, C:; 841
Mesurol, metabolistm of, G: 837
metabolismby NADPH,-requiring en-~
zyme system, ''Ct 844,
methylenedioxyphenyl compounds, metabolism
of, ¥C: 882-3
methyl parathion, metabolism in R- and 8-,
®p; 35
1-naphthol: glucuronide comjugates, *C: 596
metaboligm of, '*C: 593
naphthalene detoxication (R- and S-strains): 594
naphthol detoxiczton (R- and S-strains): 594
oxidative phoaphorylatmu (flight muscle,
particitate fractions of), P 458
parathion, metabolism of, ®5: 787
phosphamidon, metabolism of, *c, #p; 702
phthalthein, metabolism of, ¢y 852
pyrethrin-1, metabolism of, C; 852
resistance to, ¥C: 851
8D 7459, sorption by head homogenates, s
698
8D 8447, sorption by head homogenates, "*C:
698
toxicity ofs 799
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[ sesamex]

sesamex: DDT-resistance, *C: 667
Sumithion, metabolism in R- and §-, P: 735
Temik, metabolism of, “C: 838
M, ®3: 806, 814
tepa, metabotism of, *C: 875
tepa: steeflity, MC: 875
thiotepa: nucleotide ratios (e}, MC: 887
RNA synthesis (¢), G, ¥P: 887
UC 10854, metabolism by NADPH prequiring
enzyme system, ¥C; 844
Zeciran, metabolism by NADPH,-requiring
enzymne system, 'C: Bad
% ¢ chlorophos susceptibility: 1170
chromesome abenations, cytological anaty-
sis ofy 1048
DDT susceptibility: 1170
development: 1330
hexachlorane susceptibilitys 117¢
lethal effects: 1380
life span {9): 1381
longevity: 1380
(p). eclosion {a): 1422
© life span; 1421-2
senescence: 1421
sex ratio: 1422
trehalose content and metabolism: 1314
transtocation analysiss 1113
wing retention: 1380-1, 1421
¥t cholinesterase (brain): 1298
{wvarfous preparations): 1295
ecloslon: 1233
sterility: 1288, 1570, 1721
-,chemosterilants: sferility: 1570
-/ air: eclosion; 1233
-/ G0y sterility; 1238
~/0: eclosion; 1233
EM, scanning-, head, eye: 1747
Musca domestica nebule - X,19
X ¢ (p) adult emergencez 1372
muscle, fibril
2p0od Apis mellifera: 68
mussel, fresh watez
diazinon metabolism In, C: 161
parathion metabolism in, s 761
mutants
Drotophila. melancgaster, computer files 1785
Mutillidae - Ww.18
sphaerophthalmine (), Nevada test site: 1522
(U-"*Cy myoinesitol
locost, seylloinositnl in; 362
myristicin-"C [4.9]
synthesis: 896
Myrmica 1, fracticomis - W,14
Aedes predation, ¥p, 11
Myzocallis discolor - QQ.2
y{chronic): oak forest, aphid population explo-
sion: 1530
Myzodes persicae Sulzer - QQ,2
host plant, trophic relation with, "Gz 471
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[ Neodiprion pratti]

labelling, *'C: 47
Zproam0
nutrition, Pz 470
Myzus ascalonicus - QQ,2
virus transmission, radicisctopes: 560
Myzus persicae {Sulzer) - QQ.2
[green peach aphid]
amino acld requirements, Yo 175
feeding, ¥p: 475
through parafilm membrane, #p; 438
labelling, *p: 19
laser: APX,9
phosphamidon, uptake of, Pt 488
vitut (beet western yetlows) transmissinn, *py

475
transmission, r.i.; 560
N
NAD Lkinase
DDT: Ttiatoma infestans, induction in, "*C:
112

naphthalene-1- He
Musca domestica (R- and 8-}, detoxication:
594
{4C)1-naphthol
Costelytra zeatandica, ghicuronide conjugates
in: 596
Lueilia sericata, glucwronide conjugates iny 536
Musca domeatica, glucuronide conjugates in:
596
metabolisn inz 593
I-naphthal-1- ¢
synthesis: 606
bean plant, metabolisr in; 828
Musca domestica (R- and $-detoxication); 594
rat, methylearbamate metabolism ins 828
Nagonia brevicornis: see Mommoniella vitripennis
Naophoets cineres - H.2
xt ovary: 1125
steridity, §31 1125
Mecrobia - V.18
{-ham beetle)
y: lethal effectss 1648
stage susceptibility: 1649
fish disinfestation: 1627
Necrophons sp. - V.43
®g5t, 1, Y'cs, distribution {n(a): 53
nematodes
malathion; lethal effects on, *P: 794
N itis ens (Gravenhomst) - W.16
x5 behaviours 1298
development: 1208
lethat effects: 1288
1ife span: 1298
stage susceptibility; 1288
Necdiprion pratti Dyar - W,12
[Virginia sawfly; jack-pine sawflyl
amino acid requirements, ¥C: 175




[ nerve components]

nerve components
DDT: Periplaneta americana, interaction with,
“cr 659
dieldrin: Blattella germanica: 657
flerve cord
Petiplaneta americana (abdominal-), aliphatic
alcohol permeability, *H, *C: 372
ammonintn salt (quaternary),
permeability to, *Hi 431
fatty acid permeability,"C:
nearochemistry atty acid ty,"Ce 872
arthropods; textbook: r.i.: 461
neurchormones
Periplaneta americana, properties, *°s; 168
nentron activation
labelling, Ceratitis capitataz 1594
Lymantria monacha: 493
neutron activation analysis
chlorinated hydrocarbons in atmosphere, *Cl:
685
Dyprosium labelling, Lymantria monacha; 499
Evroplum labelling, Lymantria monacha; 499
ingecticide metabolites: 1730
residuess 1730, 1734
pesticide efficacity: 1732
residue determination; 579, 17323
stored products, methy! bromide residues in:
1731
neutrons
Apis mellifica, susceptibility: 1334
Ceratitis capitata, sterilization: 1582
{14 MeV): Dahlbominus fuscipennis (a, 2), eye
colour mutations: 1052
-, ¥t 1053
Drogophilaz 909
mutagenic effectss 1269, 1233
{spetn), chromosome aberrations
(exchanges): 1008
Drosophila melanogaster: chromosome
aberrations; 1513

(12-14 MeV): chromo=

some breaks: 1426
chromatid mutationsy
1068
dominant lethals:
1147
gern cells {3 837
(14 MeV): germ
cells, pre- and
post-meiokie; 9439
(0.2-0.8 MeV)s
oogonia, cocytes:
1189
Mormoeniella, eye colour mutations: 1060
Morrmoniella vitripennis (e); 1114
silkworm: mutagenic effectss 1283
mutatlons: 12132
{14 MeV)r mosaics: 1271

[ 1-nicotine-"*CH,]

silkworm, visible recestive egg
colour mutations: 1271
vigible recessives: §57;
{2Xgoniay 1091
(14 MeV)/x: Drosophila (sperm), chromosome
aberrations (exchanges): 1008
Droscphila melanogaster, chromo-
some breaks: 1028
-«Xx: Drosophila melanogaster, germ cells, pe-
and post-meiotic: 949
cogonia, cocytes; 1189

~/5-BUDR: silkworm, imvtations: 1213
neutrons (fast)
Drosophila melanogaster, sex-linked recessive
lethals: 1186
transtocations: 1136
Meormoniella, eye colour mutatfons: 1060
MNevada Test Site
environmental radiations arthropodss 5il
New Zealand
8MT: Carpocapsa pomonella, prospectss 1590
Nicaragua
SMT, Ceratitis capitata: 1602
Micotlana tabacum
nicotine biosynthesis, *C; 865, 868
nicotine fB.&]
biosynthesis, “H, "C: 867, 869; Rev.: 862
methyt-labelled, metaboism, *C: 853
Nicotiana tabacum, biosynthesis in, C; 868
nicotinie acid, incorporation of, “C; 865
pyridine ring, blosynthesis, '‘C: 856
ting-labelled, metabolism, ““G: 853
nicotine-1C
synthesiss 237, 860
Nicotiana glutinoss, CO, 881
aspartate and malonate in pyridine ring of: 858,
858
frog sartorfus muscle, “Ca-movements: 866
confractute; 866
uptake by: 888
tnetabolism: 857
wbacco Ieaves, sterecspecific demethylation
in: 860
nicotine-2-*H
binsynthesis; 863
Aedes aegypti (£}, metabolism and toxicity:
263
nicotine-2-"*G-Dr.
synthesis: 853-4
Arthobacter oxidans, metabolism ins 855
tabbit (liver}, metabolism in; 855
{—) -nicotine-"*CH,
dog, metabolism in: €64
rat, metabolism ing 8§64
d-uicofi.ne-lt'ﬂg
nicotine demethylation: 860
£ -nicotine~CH,
Arthobacter oxidans, metabolism ins 855
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[1-nicotine-t*CH, ]

nicotine demethylation: 860
rabbit (1iver), metabolism in: 255
nlcotinic acid-"H
nicotine, biosynthesis of: 862, B&9
(7-"4C)-nicotinic acid
nicotine synthesis: 854
nicotinic acid (2,3,7-"'C1
nicotine, bifosynthesis: 864, 887
niobium-~95
EDTA: Culex pipiens, accumulation coefficient:
a3
nitric oxide
-/x1 Drosophila melanogaster, genetic effects:
1190
-/ x/time factor; Drosophila melanogaster,
stage susceptibility, spermatogens-
sisy 1246
nitrogen
catabotism in imects, t,i.: 208
insects, excretion by, y.i.: 125
metabolism and uric acid, Anthonomus grandis,
Moy 414
-/x: Drosophilas post-radiation recovery
{spermatids, spermatocytes):
1242
sex-linked mcemive lethals:
1242, 1263
spermatogenesis: 950
spermiatids, spermatozoar
1235
radicsensitivity and re-
covery: 970, 1234, 1236,
1244
Drosophila melanogaster, chromosome
abersations;
1220
dominant lethalss 1224
(e)s 1194
(e}, iethal effects; 1438
sex-linked recessive
lethals; 1438
(emb), lethal effects:
1395
stage susceptibilityy
1335
sex-linked lethals; 1229
sex-linked recessive
lethzle: 985, 1438
spermatogenesiss 1229
spern physiology: 1224
{24-h-p}, post-irradiation
recovery (spermatids):
1243
Peripianeta americanar lethat effects:
1193
-/ x/ ATP: Drosophila melanogaster (< ),
chromotome aberrationsz 1208
=/ y: silkworm (spermatozoa, spermatids): 1238
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[ Nysius raphanns]

nitrogenous compounds
insects, intertnediary metabelism, r.4.: 130
nitroso compounds
=y k1 Dnsophila melanogaster, mutagenic
effects: 1284
Moctuidae - 17,28
Bsr, ', "cs: accumulation and elimination
ofi 52
¥x ¢ behavionrs 1478
Northern blowfly: see Profophermia terrae-novae
Northern vattle gmb: see Hypodertna bovis
Nosema whitef
=/%: Tribolium castaneumn, radicsensitivityz
1183
Notonecta glanca (Linnaeus) - (1,14
accumulation, 5"'1\"[1:!. 5051'. m‘Ru, ”’Cs. l“"'Ce:

2 510.
Ps bioclogical haif-life of: 1728

*Rby biclogical half-life of: 1728
Y1 biological half-life oft 1728
nuclear catagtrophe
insects, effects on: 1629
nuclear enetgy
in agriculture; 1578
in the food Industry: 1576
nuclear polyhedrosis
x ; pathegenesis, insectss 1165
nuclear polyhedrosis virus
Bombyx mori {{}, DNA synthesis, H: 358
protein synthesis, *H: 233
RNA synthesiz, *H; 352
Perfdromasaucia(g), transaminase activity,
Hcr 462
¥t Malacosoms americanum: 1443
nucleoprotein
Sciara coprophilz {# ¥salivary gland chromo-
somes), Hi 331
nucleosides, halogenated
-/x1 Tribolium confusum, lethal effects: 1453
nucleotide
ratio, Musca domestica (e), effects of apholate
on, c: 887
effects of thiotepa
on, c: 887
nucieatides
Bombyx moti (silk gland), acid soluble, *Cs
122
nucleotides, Ree
insects, 1.0,z 340
nun moth: see Lymantria monachs
nutrition ¥
insect-, "C: 44
Nysing raphanus - .10
food chain, ¥p; 556
trophic transfer index, 2p. 558

* See also "amino acid requirements”, "sterols”,
and sections 1,3.2,1, and 1, 2,10,



[oak]

O

oak
y(chronic): aphid population explosion: 1530
aak silkworms see Antheraea permyi
aats
seed Infestation, detection of, x: 1707
Ocneria dispar (Linnaews) - U.25
[unmatched gipsy moth]
%z colour mutation: 1350
(¢) development: 1360
pathogen susceptibility: 1360
sterility: 1380
y+ colour mutation: 1360
(£} development: 1380
pathogen susceptibility: 1360
sterility: 1360
x, ¥ (2} colowr mutaticns 1360
developmeat; 1360
pathogen susceptibility: 1380
sterility; 1980
octanoate, sodium-l-“C: 815
1-*G-octanoic acid
Perlplaneta ameticzna {abdominal nerve cord):
at2
octy! aleohol-1- ¥c
Periplaneta americana (abdominal nerve cord),
permeability: 428
Odonata - F.
“P-uptake and clearance, Roumanian brackish
laitess 531
Oecanthus celerinictus - H.4
[tree cricket]
food chain, “p; 556
trophic transfer index, P 556
Cedipoda coerulescens Linnaeus - H.1
®sr, M1, 'MCs, distribution in (a): 53
ald-house borer: see Hylotrupes bajulus
Olibrus sp. - V.39
¢flower beetle)
food chain, 2p: 556
trophic transfer {ndex, “P: 556
olives
Rogor, metabolisi: and residues in, =1=P: 768
olive oil
Rogot, residues in: 696
ommines
Gryllus bimaculatus, synthesis in, 'H, *S; 186
ommechrome
grasshoppet (eye), *C: 185
ommochromes
Gryllus bimaculatus, biochemistry of, 31-!.
“s: 186
omnivorous leaf roller - V.18
radiation; biological contrel: 1555
Omocestus viridulns - B.1
X ; spermatogenesiss 973
Oncopeltus fasciatus {Dallas) - Q.10
[large mitkweed bug]l

[ Ornithonyssus bacori]

®H: 298
Baygon, (e, ermb) uptake by, Ho: 810
carbaryl, (e,emb) uptake by, H: 610
carbohydrate metabolism, “C: 87
DDT, {e,emb) uptake by, *cz 810
metabolism of, C: 690
retention of, *C: 690
DFP, (e, etub) uptake by, *H: 610
dieldrin, (e, emb} uptake by, 'C: 610
dimethoate, (e, emb) uptake by, *H: 610
metabolism of, *He 797
DIP, (e, emb) uptake by, 'H: 610
DNA, {e-development), *H: 282
synthesis (e)ribosomes), *Hz 157
EPN: dimethoate metabolism, *H: 797
toxicity: 797
famphus, (e, emb) uptake by, H: 610
haemocytes, thymidine incorporation im, *H:
430
3, biologieal half-life of; 1728
malathion, (e, emb) uptake by, “G: 610
*p, biological half-life ofs 1728
pteridines in, *G: 149
*Rb, biological half-life of: 1728
RNA, (e-development), *H: 282
(ribosomal) synthesis (), H: 157
transpization, 454
onfons
chlorfenvinphos, residues of, “c: 697
onion maggot: see Hylemya antiqua
oogenesis
Drosophila melanogaster, r.i.: 453
Hyalophora cecropia, r.i.: 453
Orchelimum fidicinum - H.9
salt-marsh ecosystem, food chain In, 3&P: 528
organochilorine pesticides
residue analysis, chlorlne interference, *Cl:
833
organophesphate
residue detemonination, r.i.; 800
oriental fruit moth: see Grapholitha molestz
omithine-*'C
nicotine, biosynthesiss 887, 869
ornithine-2- ¢
nicotine, biosynthesis of: 882
DL-cmithine-5-"%C: 615
Oraithodoros papillipes - Ac,2
labelling: 17
Ornithodores tholozani (Lab. & Mégn,} - Aec.2
SMT, y, Istael, prospects: 1622
¥: behaviour; 1522
development: 1622
hatchability {e): 1387
iethal effects (2): 1337
{m)(o): 1387
stage susceptibility (n, a): 1387
sterilitys 1622
Ornithonyssus (Lipogyssus) bacot {Hirst) - Ac.7/8
[tropical rat mite]
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[©Ornithonyssn: bacoti]

: life span: 1313
parasite susceptibilitys 1313
Orosius argentatus - QQ,14/15
virug transmissjon, radiolsotopes: 580
orotate-C
Celerjo suphorbia, pyrimidine synthesiss 202
Orthoptera - H.
gr, 1M, 19Cs; accumulation and elmination
oft §1
distribution of: 54
Oryctes thinoceros - V,41
SMT, preliminariess 1561
Oryzaephilus surinamerneis (Linnaeus) - V.18
(saw-toothed grain beetle]
y: lethal effectss 1657
sterilitys 16867
Oscinella frit {Linnaeus) - X.10
[frit fly]
host plant survey, ®p, 555
Cstrinia opbilalis (Hibner} ~ U,42
[ European corn borer]
maize registance to, 14C: 503
SMT, prospects: 155%
x: (£3/4), diffuse centtomere, evidence for;
o934
¥ : development: 1379
reproduction potential; 1379
stage susceptibility: 1379
Otocryptopa
pradator-prey system, Wy 548
avabain
sodjumn efflux, Carapsivs morosus (nerve coed),
Na: 85
Periplaneta americana {netve
cord), ®Ng: 85
ovariole
Acheta domesticus, DNA, *H: 431
Chrysopa perla, protein metabolism {n, ¥y 280
RNA metabolism in, '*C; 280
fatty acids in 1ipid synthesis, Carausius morasus,
Mer s90
Galleria mel-
lonella, He: 390
Galleriz mellonella, lipid synthesis in, *C: 391
RNA metabolism in, *B:
230
x 1 Habrobracon: 968
cellular susceptibility: 941
ovary
aging: DNA synthesis in nurse cells, *H; 354
allatectamy: Periplanets americana, H: 349
Carabus, proteins and RNA, H; 416
Cecropla moth, yolk sphete protein formation,
" 19t
cow (lactating), carbaryl residues in, “C: 817
DNA, Dresophila melanogaster, *Hr 815
(a), cogenesis:
477
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[oxygen]

ovary, DNA (extrachromosomal), Dytiscus marginalis:
445
Drosophila melanogaster, DNA, °H, EM: 815
Drosophita peudoobscura (a), function and
growth, 32P: 443
Formica polyctena, proteins and RNA, *H: 416
iabelling, *H: 354
Leucophaea maderae, glycogen metabolism,
HG: 105; fn repro-
ductive cycle, '4Cy
108
Melacosoma neustria, proteins and RNA, *H:
416
Megoura viciae {amphigonic and parthenogen-
etic), DNA (nurse cells), “H; 322
Musea domestica, effect of 6-azauridine on
development, *H, C: 437
2-imidazolidinone; lipid content, Mugca
domestica, “C; 861
rat, thiotepa concentration in, 8 880
Vespa vulgaris, proteins and RNA, *H: 418
x ¢ Ceratitis capitataz 1335
Dacus oleaer 1335
Drozophila melanogasters 955
Nauphoeta ¢inereas 1125
y: Ceratitis capitatas 1385
Dacus oleae; 1335
pt Drosophila, matformation: 1418
oviposition
®p: Cetatitis capitata; 2
ovitron
Drosophila, cocyte laying: 357-8
oxygen
-/x3 Drosophila, post-radiation recovery: 1234,
1236, 1242, 1244
sex-linked recessive Iethalss
1242, 1263
spermatogenesiss 950
stage susceptibility, (<'germ
cells); 970, 1234-6
Drogophila melanogaster: dorninant lethalss
1192, 1224
germ cellss 1099
Lethal effectss (e):  1438;
(emb)s 1385
Hfe span (2 &) 1282
pest-radiation recovery
(pXspermatids): 1243
sex-linked recessive
lethats: 945, 1182
sperm physiology: 1224
stage smceptibility: 1395
suppressor-ecupt systems
1253
tramlocationss 1182
turnover incidence: 1174
Sitophilus granarius, life span; 1454
=/ x/time factor: Drosophila melanogaster,
spermatogenesisy 1248



Loxygen)

-{ y1 Dacus cucurbitse (p), sterilization: 1582
Musca domestica {p}, eclogion: 1233
oxygen uptake
radiztion: Lephygma frugiperda: 1303
Musca domestica: 1303

P

Pacific Coast tick: see Dermacentor occidentalis
Pakistan
¥t rice diginfestation: 1892
Pakistan, East
sericulture, atomic energy in: 1708
palmitate-C
Leucophasa maderae, lipid tnetabolisrn in: 374
lipoproteins, Locusta migratoriz (haemolytmph,
flight): 385
Schistocerca gregaria Chaemolymph,
flighty: 385
palmitate-1-*c
Drasophila melanogaster, fatty acid metabolism:
378
Galleriz melloneila {fat body}, nentral 1ipids:
407
(haemolymph lplds), in-
corporation into:  405-8
Hy:zlophora cecrapia (fat body), phosphoiiplds:
401
Leucophaca maderae (fzf body), phospholipids:
401
glycogen metsbolism
duting oogenesis; 197
duting reproductive cyecle:
108
Locusta migratoria (fat body), diglyceridess 404
triglyceridess 404
fat transport in: 404
Periplaneta americana (fat body): 420
phospholipidss
401
Sarcophaga bullata (£ }fat body), neutral lipid
metaboligm: 398
(I-“C) palmitic acid
lipoprotein, Philosamia cynthia: 363
Panama
SMT, Ceratitis capitata: 1602
Panonychus ulmi (Koch) - Ac,14
[European red mite]
lasers APX.9
Panorpa communis Linnaeus - §,3
Escorpion fly ]

H; 228
protein metabolism, cocyte nuclei, H, Heo.
154
papayis

disinfestation: 1836
y: disinfestation: 1824
Papilio machaon {Linnaeus) - U, 34
1y, 19cs, distribution fn (£): 53

{Pegomyia hyoscyami]

Parachironomus: see Chironomus
Paramiyelois transitella {Walker) ~ 1,36
[navel crangeworm)
SMT, trials: 1589
y: behaviour (<) 11353
dominant lethalss 1153
reprodictive potental (<" ); 1153
parathion-¥p [pC, 2]
synthesiss 741
Aedes nigromaculis, R- and S-resistance deter-
mination: 759
cal, percutaneous sbeorption in: 723
guinea pig (liver microsomes), metabolist ing
768
man, petcutaneous absorption in: 723
mouse {liver microsomes), metabolism in: 768
rabbit, percutaneous absorption im: 723
rat, metabolism in: 65
{liver microsomes), metabolism ins 763
percutanecus absorption int 723
p‘arathion-sss
cockroach, metabolism in; 766
fish, metabolism in: T8l
fresh-water mussel {Filiptio complanatus),
metabolism ing 781
Macrosiphun pelargoni: uptake, residues after
24 h: 202
Musca domestica, metabolism in: 787
Periplaneta americana, metabolism in: 787
Planococeus citri, uptake, residues after 24 hs
802
rabbit (Liver microsumes), metabolism in; 766
rat (liver microsomes), metabolism in: 766
metzbolism in; 765
Trisieurodes vaporariorum, uptake, residues
after 24 h: 302
water, translocation by; 761
parathion-", diethyl-labelled
Pseudomonas melophthora, degradation by: 754
pea weevil: see Callosobruchus chinensis
peach
Rogor, metabolism and residues in, ®p: g0
peanut itter bug: see Flasmolus sordidus
pear psyllar see Psyllz pyricola
Pectinophora gossypiella {(Sannders) - 0,13
{pink bollworm]
¥i 1536
SMT, progresss 1559
Pectinophora malvella Herbst - 1,13
[mallow moth; hollyhieck seed moth]
z developments 1392
lethal effects; 1392
malformations: 1392
teproductive potential: 1618
stage susceptibility {p): 1618
sterilitys 1392
radiation: stage susceptibility: 1122
sterility; 1128
Pegomyla hyoscyamt - X,18
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[Pegomyia hyoscyami]

¥ ¢ stage susceptibility: 911
Pelecyphorus sp. -~ V,44
[darkling beetle]
movement, short-term: 488
penicillin
~/%: Drosophila melanogaster, mutagenic
effectss 1095, 1227-8
-/ ¥: Habrobracon {9}, reproductive potentials

1304

Penicillium notaturn
aldrin, metabolism of, “er a4
chlordane, metabolism of, Y 648
dieldrin, metabolism of, I“C: 646
endrin, metsbolism of, Ty 848
heptachlor, metabolism of, 'C: 648
dihydroheptachlor, metabolism of, MC: 646
telodein, metabolism of, e g4
peptides, tryptic
Samia cynthia (p), biosynthesis tn, ¥c: 128
Peridroma saucia - U,29
[variegated cutworm]
nuctesr polyhedrosiz virus: tramsaminase activity
ey, Hc: 482
Peritlus bioculatus {Fabricius) - Q,15
[two-spotted stink bug; Canadian bug]
labelling, ¥Co: 489
hibernation, ®Co; 489
Periplaneta americana (Linnaeus) - H.2
[ American cockroach]
amine acid requirements, o 115
aliphatic aleohol permeability (abdominal nerve
cordy, "1 872
allatectomyr amino acid incorporation (tissue;
wvarious, *H: 849
protein content of tiznes, H: 349
protein synthesis during ovarian
development, u, o299
RNA content of tissues, *H:; 349
urlc acid content of tissues; 349
azodtin, metzbolist of, ¢, ®p: 700
carbohydrate metabolism, “C; 87
DDT: acHvity patters of, '*C; 622
CNS, “C: g22-3
absorption and binding, 1"C: 658
metsbolism of, oz 690
negative T-coefficlents CNS, 'C: &22
nerve cotnponents, interaction with, Uy
i3]
retention of, C: 6%0
dieldrins hypocaleernia, ¥Ca: 632
fan movement (CNS), Bya: 838
dimethoate, metabolism of, in vivo and
in vitro, ¥p; 763
dimetilan, detoxication of, MC; 848
metabolism of, ¥C: 848
dispersal, r.{.+ 1791
ethyl parathion, degradation by {a}, "P: 788
fatty acid permeability (abdominal netve cord),
e am2
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[ pexticides]

fatty scids (fat body), C: 420
free amino acid pool (CNS), r.i.: 207
8-glucosylpretocatechuic acid formation ¢fat
body homogenates), 1‘C: 103
haemolymph circulation rate, ¥p: 1701
fonic distribution in, ¥Na, *p,
‘1, ®Fe, M 7p
laser: damage: APX.§
mortality: APX.8
lipld metaboltsm, embryogenesis, c; 281
liguid scintillation connting of *H~ and c-
compounds (cubicle): 1739
methyl paraoxon, degradation by (a), =P: 788
methyl parathion, degradation by (a), %p; 788
(nerve cord), DDT binding to: 835
neurchormones C and D, properties of, ®S: 188
ouabaint sodiutn efflux (netve cord), ©Na: 85
patathion, metabolism of, ®5; 787
phospholipids: 237
{fat bady), :eleaslg. mga transpott,
C, TPy 401
quatemary ammoniam salts, permeability to
{abdominal nerve cord), 'H: &1
scylloinosital, occurrence, 4Cy 862
sterol, concentration; 333
Sumithion, degradation by (a), ®P: 1788
symnbiote bacteria, uric acid metabolism (fat
body), C: a7
triglycerides (fat body), “C: 420
uric acld excretion, *C: 413
oxidation (ureide carbona 2), 1‘iiis 413
vamidethion, metabolism of, in vivo and
in vitro, ®p: 763
X ¢ lethal effectss 1193
=/N1 lethal effectss 1183
Periplaneta australasiae (Fabricius) - H.2
[ Australian cockroach]
scylloinositol, occurrence, 'C: 362
Perkinsialla sacvchadcida {Kirkaldy) - QQ.10
[sugarcane leathopper]
predators and SMT: 1575
¥ (o) sterilitys 1144
(nb) development (wing): 1149
longevity (a): 1149
sterility (o ); 1149; (?) 1149
SMT, Australia and Fiji. prospectss 1144
Peruzvian cotton stalners see'Dysdercus peruvianus
pest
1at, flea vectors: 561
pest contrel
radiation, radicisotopes; 1788
physical means, including radiations 1771
pesticide residues
detection and measuremnent of, r.f.: 579
neutron activation snalysis; 1732-3
pesticides
metabolism, radioisotopess 1765
¥ * degradation: 1720



[ phenylatanine="H]

phenylalanine-’H
protein, Leptinotarsa decemnlineata {emb): 211
Tenebrio molitor (emb): 311
L-phenylalanine*H
Calpodes eéhlius. endocoticle depogitions 419
phenylalanine- " C
Chrysopa petla, proteln metabotism in, “C:
28¢
RNA metzbolism in, *c: 280
fijes, ENA synthetase: 267
insects, RNA synthetase: 267
Panorpa communis (cocytes): 154
DL-penyl(alanine-1-1*C)
salivary physiology of plant-bugs (Hetercptera)s
192
DL-3-phenylfalanine-1-*C)
Elasmolomus sordidus {haemolymph): 193
Eumecopus punctiventris ( £ 5Xhaernolyraph):
193
DL-phenylalanine, ring-"C-labelfed
Eleodes Yongicollis, p~-benzoquinone bio-
synthesis: 180
L-phenyla.ianme-l-u(:: 615
[U-*C] phenylalanine
Calliphota erythrocephala {2 ) fat body), protein
synthesist 205
phenylalanine, mustard derivative
-, riethylenemelamine: Drosophila, mutagenic
effects: 1280
Philesamia cynthia - .43
{poprotein (diglyceride~-bound), (haemalymph),
¥c: 363
x ; chrotosome abermations (translacations,
(20 991
Philosamnia cynthia ricini Donovan - U,43
RNA (fat body}, ¥p: 348
Phlebotomus: see Lutzomyia
Bhlebotomus longipalpls - X,27
blood volume ingested, *Fes 563
feeding rate, “rer 563
phorate- p [Pa.T]
maize, metabolism ins 798
uptake and distribution in; 798
phorate-”S
seed, residues in; 742
Phorbia brassicae Bouché - X.19
[cabbage fly]
vz {p), competitiveness, sexval: 1603
life span: 1808
sterility: 1808
Phortnia regina (Meigen) - X.5
[black blowfly]
amino acid metabolism, 4o 142
requivements, “C: 175
camitine, lipid-bound derivatives in fat body
(), Mc: ase
crop-emptying, x3 94
DNA (emb), 'H, %, “C: 268

[ phesphenic acid butonate-"p, ester)

oxidative phosphorylation {flight muscle; parti-
culate fractions ofy, p: 459
phosphatidyl B-methylcholine, hiosynthesis,
Her 336
proline metabolism (flight muscle), c: 458
protein biosyathesis (emb), *H, "‘C; 268
proteins (haemolymph), "'C: 132-2
pyruvate oxidation (ﬂ.i?ht muscle), Gz 458
RNA (emb}, *H, ¥p, ¥c1 248
sugar absorption rate (midgut), “erooe
*p.incorporation: 268
X1 lethal effectss 1431
sterifitys 1431
¥t lethal effectss 1431
sterility: 1421

phosphamidon [FA.8]

goats, metabolism in, ¥p: 704
rats, metabolism in, ¥p: 704

phosphamidon, "“C-labelled in methyl-vinyl and

carbonyl positons
Anthonomus grandis (a), metabolism: int 702
cotton, metabolismn in: 702
Heliothis virescens (£5): 702
Heliothis zea (£): T02
Musca domestica fa)s 02

phosphamidon-%p

Anthopamus grandis {a), metabolism fn: 702
beans, metabolism int 1791

cotton, metabolism in: 702, 1791

Heliothis virescens (£ 5), metabolism fn: 702
Helothis zea (23, metabolism in: %02
Musca domestica {a}, metabolism in: 702
Myzus pemsicae, uptake by, ®P: 486

phosphatides

Musca domestica (¢ ), ¥ aes

phosphatidyl A-metiyicholine

Phormia regina, bicsynthesis in, “C: 386

phospholipids

Acantholyda nemoralls, C: 408
Caransivs morosus, “c: 409
Drosophila melanogaster {primary cultures of
embryonic cells), ¥p; 286
Heteroptesa, salivary secretionsof, *C: 192
Hyalophora ceciopia, “e, ®pr a0l
(flight musele), synthesis
in, rui.s 402
intects, ®p: 387
Leucophaea maderae, 1"C. Zp: 401
Musca domestica: (2 ) fat body), ethanolaming
tncorporation, “C: 366
serine
incorporation, c: 387
Periplaneta americana, G, ¥p: 401
Sarcophags bullata (£ Xfat body), G, ¥p; 422

Schistocerca gregaria (haemolymphy, ¥p; 287
phosphonic acid butonate-2p, ester of

apples, metabolis ins 715
residues in: 715
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[ phosphonic acid butonate-*P, ester]

mammals (serum), metabolism ine T15
milk, metabolism in: T15
pimmns, metabolism in: 715
residues ing 715
wheat, metabolism in; 715
residues {n: 715

phosphorig-32

Insectss
Aedes aegypti (£), light respomse: 37
Aedes vexans, fate duringmetamorphosis, mating
and oviposition: TB
Agelena consociata, food tranemission in; 481
Ancpheles stephensi, flight cange: 502
gonotrophic cycle: 502
labelling: 502
Anopheles stephensi mysorensis, flight range;
501
gonetrophie
eycle; 501
longevity of
labelled-, z

501
ants, cuticular excretion in: 1781

aphid, food uptake through artificial mem-
branes; 1761
Aphis fabae; feeding punctures; 478
food selection; 474
food transission inside: 473
Apls meltifera: activity (feeding, foraging):
550-1, 554
dispersal;  550-1, 554
{flight muscle), respiratory
metabollsm in: 444
pollination: 550-1, 554
arthroped food chains in salt-marsh ecosystem:

525-8
biological half-life determination in bugs

(variouns); 1728
Brachycentrus, accnmulation by; 523
Calotermes flavicollis; 489
Cealligypona pellucida, migration: 504
Camponotus, nest areas 478
Ceratitis capitata; 1556
(£), recaphure of sterile
males: 557
Chironemidae, uptake and clearance in Rou-
manian brackish lakes: 581
Culex pipiens fatigans: dispersal: 8
Culex pipiens molestu~: development and
growth: 25
labelling: 28§
Culex pipiens quinquefasciatos (o'reproductive
system), disteibution In: 76
dispersal: Bombus terrestris: 468
black flies: 4, 24
Calligypona pellucida: 504
Ceratitis capitatas 1608
Culex pipiens fatigans: 500
Javesella pellucida: 498
Meligethes aeneus: 498, 506
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[ phiosphorus=32]

Dorymiyrmex pyratnicus, food-chain: §17
dragonfly (wing), hzemclymph circulation in;
432
Drosophila: chromosome stability; 34
Drosophila melanogaster: fractions (primary
cultures of embryonic
celig 286
incorporation in
sperm: T4
metabolism; T4
mutagenic effects
(lethals): 74
{sperm), mosaics: 33
Drotophfla pseudoobscura (a)avary), functions
and growth: 441
external contamination, Apis mellifica: 518-%
food chain, accumulation by: 523
food transfer to neighbouring nests, Formicas
479
food transmission, Apis mellificas 468
food uptake fests {novel tube closures), Dro-
sophita melanogasters 1744
Formica cineraea, colony size estimation; 495
Grapholitha molesta (a), effects of labelling on:
30
haemolymph, Periplaneta ameticanaz 70
clrenlation (wing): 432
half-life (effective) in Lutzomyia longipalplss
484

Hydropsyche, accumulation by; 523
intect (£ ) - host plant relaticns, Chaetophoria
xanthomelas: 548
uptake via free litters 553
insecticide biochemistry: 1757
labelling: 587
javesella pellucida, migration: 18, 498
Lucilia cuprina, pyrophosphate exchange in:
ié1
Lutzomyia longipalpis, labelling: 7
Megouta viciae, feeding, honeydew excretion:
428
feeding mechanism: 476
Musca domestica, breeding sites, detection eft
8
(subgellular fractions),
phospholipids: 380
phosphorylethanclamine in-
corporation into phospho=
lipids, (£ Xfat body): 367
Myzodes pemsicas, nutritions 470
Myzus persicae, feeding via membrane: 486
labeiling: 475
phosphamidon uptake: 486
nest area, Camponotns: 479
Odonata, uptake and clearance in Roumanian
brackish lakess 531
Oscineliz frit, host tpecificity: 555
Periplaneta americana, haetnolympi cireu-
laton rate: 1781



[ phosphoms=32]

Phormiz regina (emb): 268
Sarcophaga bullata {£), phospholipid bio-
synthegis: 421
Sarcophaga bullata (fat body), pyrophosphate-
ATP exchange: 113
spermt labelling, Bombyx mori: 440
Drosophilz melanogaster: 20
Tetramychus urticae, [ngestion: 213
tree litter, insect uptake from: 530
trophaliaxis, Calotermes flavicollisz 469
trophic transfer index, arthropods: 558
uridine, Drosophila (RNA); 16
labelling: Aedes aegyptiz 1791
' (g 11
Aedes communisz 545
Aedes stitnulans: 545
Agdeg trichurus: 545
(e) 11
Anopheles pharoensis (£3): 1611
(semen): 1611
Anopheles stephensi mysorensis (£ 4);
501
Apis mellifica; 518
Bacillus thuringiensis: 539, 540-1
black flies: 24
(t.py 4
Blattella gertnanicas 1791
Bombus terrestris; 498
Bombyx mori, semen: 440
Calligypona pallucida: 504
Ceratitis capitata (a): 2
ey 3,14
Chilocorus bipistulatus: 13
Chrysomphalus acnidum: 13
Crematogaster striatula: 58
Culex nigripalpuss 6
Culex pipiens fatigans; 8
Culex piplens quinquefasciatus: 1791
Dacus tryonl: 1623
Drosophila: 1283
Drosophila melanogaster, (2}, pulse:

i2
sperms 20
fliess 1791
food uptake, Pierfs brassicae (£3):
487

Formica cinersea, colony size
estimation; 495
Formica polyctena: 483~4
Grapholitha miolesta (a): 30
Hylemya antiqua {(#):r 467
insecticider 3587
imects: 1745
Iavesella peliucida: 18
Lutzomyis longipalpisz 464
Megoura viciae: 478
Meligethes aeneus: 506
Musca domestica: 9, 10, 1791
Myzus pemicae; 19

[ phosphorus-327

Myzodes persicae: 470

Pieris brassicae (£ 8): 4589

Pseudococcus njalensiss 59

Psarophora confinnis; 1791

pulse, Drosophila melanogaster (#):
12

scale predators: 13

Schistorerca gregariaz 558

Scoliopteryx () 484

semen, Bombyx mori; 440

sitkworm= 1283

ticks (immature forms): 588

Insectivides:

Azodrins 700
metabolism in cotton plant: 751
Bidrin, metaholism in cotton plant: 751
bromophaos, metabolism in rat: 795
peneteation and action in plants:
738
butonate, labelled: 706, 716
rubber material, permeability to: T12
Cidial: 696
Cicdrln". tesidue analysiss 758
compound 4072, residues in cattle: 740
coumaphes, metabolism in Boophilus micre-
plus: T30
residue analysiss 758
Dazanity 743
DDVP: 653, 7067
labelled: 708
rubber material, permeability to: 712
DFP: 693
labelling: 755-6
uptake and toxicity in mouse, ratt 771
uptake, mouse (diaphragm, end plates):
77
dimefox: metabolism, residues (hop plant):
148
synthesis; 748
dimethoate; labelied: 708
metabeliem in bean: 753
tnetabolism of: 763
movement in soils 781
petcutenecys resorption by cattle:
713
residues in spinach:  777-8
rubber material, permeability tor
712
dioxathion: 1782
residue analysis: 758
Dipterex: Malathion, synthesis: 748
synthesise 743
disulfoton: 778
Di-Syston, tnetabolism: 699
ethyl parathion, degradation of: 1788
fenthion, metabolism in cattle; 747
residues in cattie: 747
resistance mechanisms of Culex
fatigans: 796
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[ phosphorus=-52]

Guthion, residues in cattle: T21
malathions 741
metabolisin and residuest 794
menazon metabolism, plants: 703
metepa: 873
methyl parathion; 724
degradation of: 788
distribution and hydrolysis in
catrots: 719
metabolism of: 725, 735
residues in carrots:  T18
rubber matevial,
permeability tor 712
methyl paraoxon, degradation of; 788
O-methyl O-p-methylthiophenyl metiylphos-
phonotiienate, krbelled: 705,
M4
metabolism in
cotton plant:
T4
parathion: 741
metabalic stndies of; 733
rétabelism jo guinea pig. mouse
{liver microsomes): TEE
ratr T8S
metabolism in rat (liver microsomes)s
768
resistance in Aedes nigromaculis: 759
phosphamidon: 702
metabolism in beans, cotton:
1191
phasphonic acid butonate, ester oft 715
phosphoryle thanolamine incerporation inte
phospholipids, Musca domestica (£ }{fat
body): 367
pyrophosphate - ATP exchange, Sarcophaga
bultzia {fat body): 113
RNA: Bombyx mori (silk gland): 220
philosamia cynthia ricini (fat body): 348
synthesis, silkwortn (£5), (silk gtand):

299, 300
Rogor: 698
metabolism and residues in food crops:
764

ronnel; residue analysiss 708
residues in cattle (cow): T46
ruelene, residne analysis; 758
sarin: 731
synthesiszs 772
53-8447, metabolic studiesy 798
5D-0129, systematic activity in cotton: 775
Shell Compound 4072, residue analysisz 758
Sumithion, degradationof: 783
metabolism of: 725, 735
residues in ricet 762
thiotepa: 880
Tinox: T07, T11
metabolism and residucss 708
tribuphon, metabolism and residuss: 708
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[ piperonyl botuzride]

trichlorfon: 701

cattle degzadation and excretion:
08
metabolism and residues; 708,739

resorption from vdders 787
trichlorfos, labelled: 708
trichlorometaphos metabolism, cattlez T80
miik: TG
mouse: TE0
Tabbits 7860
trichlorphon: 715
fate in cattle; T84
metabolism and residues in cattles
786
percutaneous resorption by catties
713
residues in porks 785
vamidothion, metabolism of: 763
phosphorylation, oxidative
Musea domestica (flight muscle), e 459
Phormia regina (flight muscle), #py 459
soluble high-energy intermediate of, blowfly
{mitochondria), ®p; 460
*p. phosphorylcheline
Sarcophaga bullata (£ ) fat body), phospholipid
bicsynthesis: 421

2p. phospharylethanolatnine
Musca domestica (2 )(fat body), lncorporation
into: 387

phthalthrin-**C (8.5]

Musca domestica, in vitro and in vivo
metabolisms BH2
Phytometra gamma Linnaeus - U,28
Y1, 191, 1, distribution in (2, 8): 53
Pieris brassicae (Linnaeus) - U,37
fcabbage butterfly]
Bacillus thuringiensis: (£3), exudates, “Pz 540
catechol amines, biosynthesis, C: 218
folic acid: tuwmour indoctions 303
food uptake {£3), Tpr 467
labelling ¢18), *P: 467
leucopterin, biosynthesis, "c: 223
~ and relation te purine
metabolism, *C:
224
pathogen ingestion, volume of, “Ps 539, 541
purine, bios;mﬂie.sis. M 2234
¥, 181, s, distribution in(2) 53
x 1 chromosome abemations, {translocations)
(£)r 993
radiation: glycogen content (testicle)s 442
pigmentation
Locusta migratoria (cuticle), "*C: 152
pineapple
y: disinfestatton: 1836, 1697
pink ballworm: see Pectinophora gossyplella
piperonyl butoxide [4.1]
Mugca domestica, methylcarbantate metabo-
Lism tn, M 837, 897



[ piperonyl butoxide]

-/DDT; Triatoma infestans (5), toxicity, ™ Ct

. I 835
piperonyl butoxide- “C

synthesiss 858
Pigsonotus delicatus - Q.13
{plant hoppet]
food chain, ®P: 556
trophic transfer (ndex, ®p; 556
pituitary
rat, thiotepa concentration in, *ps 880
Planococcus citrl {Rossi}) « QQ.18
[eitrus mealybugl
patathion, uptake, TR )
residues after 24 h, “55: 302
¥t {< ) abnormalities {£3), after heteso-
chromatization reversal; 1402
plant bug: see Nysius raphanus
plant hopper: see Delphacodes sp.
Pissonotus delicatus
plants*
bromophoes, penetrztion and action of, Bp. 738
dimethoate, metabolism of, in vive and
in vitro, ¥p; 763
Dumban, metabolism of, C; 790
metabotism of, *C, *¥C1; 788, 798
3,4, §-trichloro-2-pyridinod, sorption, trans-
location and metabolism of, 1‘C, *®¥e1
T893
vamidathion, metabalism of, in vivo and
in vitro, ®p: 763
plastic caps
novel tube closuress 1944
plastic enclosure
insects, radioassay in vivo, 14(L‘, ®p. 1745
Platyenetis pennipes - ¥,2
haemolymph circulation (wing), %P: 432
Plodia interpunctella (Hlibner) - U, 41
[Indian~meal moth]
¥+ development: 1342
disinfestations 1342
stage susceptibility (£, p, a)t 1342
ploidy
Drogophila melanogaster (2 1-3) polytene chromo-
somes), isotope incorporation rate: 1725
plums
butonate, metabolism of, “ps 715
residues of, ¥p; 715
trichlorphon, Py 1715
Bodisma sapporense - H,1
81 chromosome aberrationsy 1020
Pogonomyrmex californicus {Buckly) - W.1l4
[California harvester ant]
¥+ behaviour (digging and tunneling); 1473
pellination
Apls mefiifera, ¥p, ™Au: 550-1, 554
polyhedrosis
Diprion hercyniae, effects on DNA synthesis,
Hi 240
* See also under individual species.

[Prokelisia marginara]

polyhedrosis virus, cytoplasmic-
Bombyx meri £ )(raidgut), *H: 351, 353
polymer-insecticide systems
feed additives, use as livestock-, *H, Y¢: 752
polyphemus moth: see Antheraca polyphemus
polyribosomes
Musca domestica: 232
polysaccharides
insects, biochemistry of, Rev.: r.i.: 109
pond
insect, trophic levels: 529
pool, tritlum
formation during mitosis, grasshopper (nenrg-
blast)s 3017
population flushing
sexually sterfle fnsects for, theory: 1623
Dacus tryoni trials:
1623
pork
trichlorphon, residues in, ZPe 1785
Porthetria dispar (Linnaeus) - U.25
[ gipsy mothl
tepa, metabolista of, ;. 878
SMT, progress: 1358
potassium-42
crickets, metabolism in; 507
DDT ¢ Periplaneta americana (netve membrace),
lon transport: €59
farest arthropods, biological half-life in: 533
Hyalophora (£ Xmidgut): 65
Hyalophora cecropia (£ ¥midgut), K-transports
64, 66
potassium cyanide-C
Durshan synthesis: 764
potassinm phthalate
-/x: Drosophila, tutnour formation: 1173
potataes
DDT, residues in, *C: 849
predation
SMT, theoretical role int 1586, 1575
Prodenia eridaniz (Cramer) - 1,29
[ Southern armyworin]
citrate oxidation and turnover, Mo a1
Prodenia litura (Fabricins) - 01,29
{cotton leaf worm]
copulation frequency: 11438
Dipterex, detoxification: 732
Sevin, metabolism of, '‘C: 823, 847
Xt (p) development: 1148
malformation (a): 1148
sterility: 1148
-ySMT, prospects; 1148
(y: plants): growths 481
ptogestemne-é-‘“c
DDT: steroid metzbolism in birds: 869
dieldrin: steroid metabolism in birds: 669
Prokelisia marginata - Q.18
salt-marsh ecosystem, food chain in, ®pr 528
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[proline]

proline
DDT: Mupsca domestica, metabolism in, YC:
138
Glossina, ftipht roetabolism, Yo 124
proline-*H
Drosophila hyde{ (giant chromosomes): 118
Sciara coprophila (€ ¥salivary glandy: 231
L-pmline-sl-{
Calpodes ethlivs, endocuticle deposition: 418
L-proline-U-*C: 615
DL-protine-5-*C: 615
proline-"COOH
Phormia regina (flight muscle), metabolism inz
458
1-"C-propionic acid
Periplaneta americana (abdeminal nétve cord):
372
propyl gallate
-/ ¥t Blaberus craniifer (heart fragments),
suryivalr 1326
protein granules
Calpodes ethlius { € Xfat body), 'H: 141
protein sequestration
Calpodes ethlius (fat body), *Hy 140
protein transport
Chironatus (salivasry gland), 'C: 180
proteins
ager Drosophila subobscura, synthesis by: 136
allatectomy: Periplaneta amercana, synthesis
during ovarian development,
*He 549
amino acid incorporation into, Bombyx mori
{pHnon-cellular system), Yo 178
Apis mellifica, oogenesis, 'H: 146
synthesis, ocogenesis, *H. 147
Blaitella germanica, “H: 359
blocd-, Cectopia moth (cocyte), uptake of,
Hr 191
Bombyx mord, Rev., 1,1,z 148
(15), synthesis, "C: 196
{silk gland), acellular system,
e 155
{E¥various Hssues), infected
with nuclear polyhedrosis
virus, *H: 238
Calliphora erytirocephala (£)(fat body),
in=vi{re valine
Incorporation, HCs
203
valine incotporation,
“ep 205
(& ¥haemolymph),
M 204
Calpodes sthlius (235, pifat body), *Hz 187
Cecropia (p), synthesis in injured-,'%C: 243
(oocyte), blood-, *H: 191: yolk
sphese formation, *H: 191
Chironomnus: (puffs), *H: 257

762

[ protons]

Chironomus tentans; puffs, *H: 309
{salivary gland), secretion
of, 'n, Yo 131
Chrysopa perla (cocyte), metabolism, C: 280
cycloheximide: Chironomus tentans, *H: 258
DDT: metabolism, rat {liver), ¥C; &72
Drosophila, *Hs 359
Drosophila (£ ¥giant chromoesomes), puffs, *H:
200
Drosophila hydei (lampbrush ¥-chromosome),
*H, “c: e85
Drosophila melanogaster (£ , pXbaemolymph),
tumovér in, *H, “Ci
11B-8
(imaginal disks), *H,
e 151
(cell-free preparations)
n, "oy 150
ocogenesis, “*C:  4a3
{p)ribosomes), M*C:
166
ecdysone: insect, ’H, Mo o2y
Musca domesHea, metakolism in,
"y 178
frontal ganglion removal: Locusta migtatoria
tn3-5}, protein metabolism fu, ¥C: 137
Galleria mellonells, *H: 359
Hyalophora cecropla, ocogenesis, “c: 453
(p) wing), synthesis in,
*H: a5
{(wing epidermis), “H:
332
ingects, metabolism in, r.i,s 131
Leptinotarsa decemlineata (emb), my 211
Leucophaea maderae (fat body), synthesis in,
Yey 235
Malacosoma, TH: 359
Musca domestica, sy 176, 358
polyribosomes, ;232
Phormia regina (hzemolympty), “C:  192-3
amine acid incorporation in,
Mo 142
ribosomes, synthesis, Uee 143
Rhynchosciara angelae: larval development,
W 313
puffs, *H: 513
Schistocerca gregaria (wing), valine incorpor-
ation into, 1Cr 158
Simulivm, *H: 359
Tenebrio maolitor (emb), *H: 311
yolk sphere formation, Cecropia moth (oocyte),
*H; 191
Id!.’:-pmtl:u:atet::]‘u.lit': acid
Periplaneta americana {2} fat body homo-
genates}: 103
protons
Drosophila, life span: 1418
malformations: 1416



[ protons}

(120 MeV, 680 Me¥): fliesr 1101
Drosophila melanogaster,
dominant lethals; 1323
sex-linked recessive
lethals; 1223
(600 MeV): Drogophila (-}, Il-recessive
lethals: 1080
(600 MeV): Drosophila melanogaster:

li-recessive lethals: 1081
-,x3 Drosophila ('), Il-recesive lethals; 1080
-, X(250 kVp): Droscphila melanogaster,
Il-recessive lethalsy 1081
-, ¥z Drosophila melanogaster, dominant
lethals; 1223
sex-linked re-
cessive lethals;
1223
Protoparce sexta (Jobannson} - U, 45
(tobacce homworm]
sterile moth releasess 1563
Protophormia terras-novae R.D, - X.5
[Northern blowfly; carrion fly)
v+ lethal effects (¢,ch: 1186
reproductive potential: 1166
pictozoan infection
Rhynchosciara angelae (£ ) chromesomes), H:

a2z
Pseudococcus gahani Green - QQ.18
yt (o) abnormalities (£8), after hetero-
chromtatization reversal: 1402
Pseudococens njalemnsis Laing - 0Q.18
labzlling, *p: 59
Pseudococcus obscurus Essig - QQ.18
y: (&) abnormalities (£2), after hetero-
chromatization reversal: 1402
Bseudornonas sp.
malattion, metabolism of, ''C: 757
Pseudomonas melophthora
carbaryl, depradation of, *He 754
DFP, degradation of, C: 754
diazinon, degradation of, Mer 754
dichlorves, degradation of, Yo 54
dieldrin, degradation of, *Gr 754
parathion, degradation of, *H: 754
Bsorophora confipnis ~ X.11
labelling, P, "st: 1791
Psorophora signipennis - X,11
DNA synthesis (24), *H: 318
karyotype (£4), H: 318
Psylla pyricola (Foerstery - QQ.19
[ pear psylla}
laser 1 APX,9
sorbltal, (1, a) transfer to pear seedlings, o)
108
pleridine-2-14C
Fieris brassicae (p); 223
pteridine (5}
GColias eurytheme (pXwing), biosynthesis in, Yo
234

[ puff formatian)

Drosephila melanogaster, blosynthesis in, Gz
227
Onecopeltus fasciatus, “C: 149
NA inhibition by, “H: 157
Pleris brassicae, biosynthesis, ) 218;
(p: 223
pterinic growth factor
DNA: Diosophila, tumour induction, ‘Hs 303
Pterostichis (Feronia) niger Schall - v.11
DNA, cogenesls(oocyte chromosomes, nucleoli),
My 418
RMA, oogenesis (oocyte chromosomes, nuclecdi),
*H: 418
Puerto Rico
irradiator, disinfestation: 1688
SMT, Diatraea saccharalis, prospects: 1156
puff formation
*H, ¥C: 255
Chironomus, *Hr 257
Chironomus {salivary gland), protein fransport,
Yey 1ag
Chironowmus tentans, *H: 324, 449, 450
effects of ecdysone on, 1y
233
(salivary gland chroma-
sommes), protein, 3I-!: 308
RNA, *H: 809
Chircnornus thummi, r.i.z 922
Chironomus thummi piger, *H: 524
Chiropomus thummt thummi, SH: 324
Diptera, r.1.: 208
(giant clwmosomes), r.i,: 254
(salivary gland chromosomesy, *H: 260
Drosophila (2}, atnino acid incerporation in,
*H: 200
Drosophila buskii, *H: 450
amino acid incorperation,
T 1.1 334
antibiotics: formation, r.i.:
334
DNA, *H: 334
protein, r.i.: 334
ENA, "H: 2384
Drosophila hydet, *Hs 118
Drogophila melanogaster, "H: 145
Drosophila wirilis £, pp}, amino acid incorpor-
ation in, ®H: 201
ecdysone: Chironomus tentans, *H: 169
induction by: 170
RNA (), 'H: 115
Rhynchosciara angelae, DNA, H: a3
(1), 'H: 812
proteins, *H: 313
RNA, ¥H: 318
RNA, metzbolism, Rhynchosciara angelae
(2 )salivary gland): 305-8
synthesis, "H: 289
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[ puff formacion]

Sciara coprophila, RNA (nucleolar), *Hr 270
(salivary chromosomes) £4},
‘me 2m
T3 Drosophila (salivary gland), RNA, *H: 338
purine
Drosophila melanogaster, catabolism in, “Ci
159, 180
Pleris bragsicae, biosynthesis, M 293
metabolism n, YC; 224
purnes-C
Pieris bragsicae (£ ,p): 224
purcmycin
amino acid incorporation, puffs, Drasophila
buskil, r.i,: 334
-/vs: Drosophila melanogaster, mutagenic
effects: 1211
putrescine.-“c
nicotine, biogynthesiss 862
pyramid ant: see Dorymyrmex pyramicus
pyrethrin-1- ¢ [8.2]
syntheaiss 851
Musca domestica, in vitro and in vivo
metabalism: 852
registance: 851
pyrethrin-11-"'C, O-demethyl anatogues
Musca domestica, oxidation products: 852
pyrethrins-''C: 850
pyrimidine
Gelerio euphorbla, synthesis in, Mo 202
pyrimidines-1*z
Pieris brassicae (£,p): 224
pyrimidines, halogenated
-{x1 Tribolium confusum, lethal effects: 1458
pyrophasphate
Lucilia cuprina, exchange iz, p: 151
Pyrrhgcoﬂs apterus Linnaeus - Q.17
sP, biological half-1ife of: 1728
Bb, biclegical half-life ofs 1728
134, biclogical half-ife of: 1728
pyrrolidine ring
labelling pattem, nicotine synthesis (*'CO,):
861
pytuvate-"C
Bombyx mexiz 93a
pymuvate-1-14¢
Anthooornus grandis (£, a), lipid biosynthesis in:

1137
pyruvate-3-'*¢
Anthonomus grandis (2, 8), lipid biosynthesis in:
1137
Q
quarantine

demonstration, irradiators forz 1672
quarantine measures

y: Strumeta tryoniz 1670
quarantine treatiment

¥ * Hawaii fruit fliess 1847

764

[ radiarion disinfestation]

gueen, ant

habitat sefection by, 1= 490
Queensland fruit fly: see Strumeta tryoni
guinacrine mustard; see ICR-100

R

rabbit
aldrin, metabolism, distribution and elimin-
ation of, Yo o84
metabolites of, “C: 648
carbaryl, metabolism of, '*Cr 832-3
o-chlordane, metabolite iselation and detection,
“er o oasd
DDT, metabolism and residues of, 'YC: 682
plasmocytosts, *au: 627
dieldrin, metabolite isolation and detection,
“er o esa
transport in pregnancy, M'G: 636
tabelling (blood cells), DFVP, in vive: 756
nicatine, metabolistn in kiver, *Cy 855
metabolism in liver fractions, *Gs
353
parathion, metabolisin by liver microsames,
®5: 768
percutaneous absorption of, p; 723
trichlorometaphos, metabolism, *p, 53 760
radiation
hehaviour: actographic recording: 1749
Aphiding ovipares 1483
Apis mellificas 1463
Drosophila melanogasters 1463
Dytiscus marginaliss 1482
Formica rafar 1463
Gyrinus natators 1482
Lepisma sacchatina: 1482
Tenebrio molitor: 1463
Tettigonia veridissimar 1463
biciogical effects of lonizing-, biblographys:
195¢
dominant lethals, theory of inductionz 1121
in applied entomotogy: 1770
insect contrely 42, 1547, 1781-2, 1790
-, ptospects in Hungary: 1546
disinfestation, cereals: 1550, 1833, 1698
chestaut, ‘possibility of: 1664
fish, possibilities: 1627
foods 153%, 1838, 1855, 1871,
1695
flour productss 1550
food preservations 1535
fruit (packed)s 1691
grain: 1547,1630,1634,1651,
1653, 1675, 1790
insect: 1689
stored preducts; 1628,1860, 1698
vegetables (packed)r 1691
wheat: 1855



[radiation geneties)

genetics, Teview ofy 971
grain disinfestationr see disinfestation
sterilization: Aedes aegypti: 963
Habrobracon juglandis: 932
insect pestsy 118, 1564
imectsy 1252, 1560,1587-8, 1576,
1774
-. {species fable}: 1135
Lepidoptera: 1133, 1257
Pectinophora malvellas 1123
spider mites; 1128
life span, Drosophila: 1417
Habsobracon: 1417
Ingects:
Acarus siro {«F ), compettiveness: 1488
Aedes aegypti, chromosome aberrations: 1000
stage susceptibility: 963,1333
Anthonomus grandis, tmidguts 1331
testis; 1331
Aphidina ovipare, behaviours 1463
Apis mellifica, behaviour: 1483
Blattella germanica, mutants (4): 1100
Bombyx moriz 912
development (ontogenetical)s
1061

sex ratio; 1061
Carpocapsa pomonella, biological conttol: 1555
Chironomus tentans, chromosome aberrations:
1513
Diatraea saccharalis (p), oviposition: 1159
Trichogtamima para-
sitistny 1159
Drosaphilas 939, 1200
{if, HI}, detrimental genes,
viability: 1508
genetic eifectss 1094
{germ cells), sensitivity of: 953
life span; 1417
mutagenic effects: 908
repair mechanisms: 908
("), segregation distorter: 1038
(e} susceptibility: 1383
Drosophila ananasae, population genetics: 1513
Drosophila melanogaster: 1202
behaviour: 1483
chromosome aberrations: 1008
gameiogeneyist 977
(11) mutations, heteprozygous
effect ofz 1102, 1423
population genetics: 1513
repaic of genetic damage: 97T
stage susceptibilitys 942
{various stock), dominant
lethalss 1155
(various sirains), competitive
interaction: 1478
Drosophila melanogaster/D, simulans, intez-
specific competitions 1464

{radiation, chemosterilants}

Drosophila pseudoobscura, popniation genetics:
1513

Drosophila subobscura, population genetics: 1513

Dresophila willistoni, population genetics: 1513

Dytscus marginalls, behaviours 1463

Formica rufa, behaviour: 1463

Gyrinus natator, behaviour: 1483

Habrobracen, lethal effects (nuclear damaged:

918
life span: 1417

Habrobracon fuglandis, dominant lethals: 982
genetic variability: 1511
OOgenssis:  §82
seX-linked recessive
lethals: 982

visibles: 982
insect, disinfestation; 1669

eradication: 41, 1765
populaticns: 907
insects: 1532, 1784
aging: 1413
effects at cellular level: 919
harmful agricnltural: 1772
in natural ecosysterns: 1528
lethal effectss 1432
mutagenic effects: 907
pig carticn decomnposltion patterns 1525
Lepisina saccharina, behaviour; 1463
Mormoniella vitripennis (a): 1408
ommvorous leaf reller, biclogical control: 1555
Pectinophora malvella, stage susceptibility: 1123
Pieris brass{cae (testis), glycogen content of: 443
silkworm, genetic effectss 1094
(gonia), mutagenic effects: 074
(fractionated)s 9T4
lethal effects and mutations:  958;
{emb) sttain differencess 1369
8- and R-, lethal effects (emb): 1368
Tenebric molitor, behaviour: 1483
Tettigonia veridisstma, behaviours 1483
Tribolium confosum, stage soscepi{bility: 1352,
1535
Trichoplusia ni, resistance, cytogenetic basis
oft 925
Trogoderma granarfum, lethal effects; 1462
Tyrophagus dimidiatus, stage susceptibility;
1352, 1535
radiation/bee venom: protection: 1723
-/ dlaparse durations Tregoderma granarium,
radicsensitivity: 1462
-/Hy8: Drosophila melanogaster; 1202
-/sensitizing substances: Drosophila: 1200
-/simulated space flight conditions: Habra-
bracon, egg preduction and
hatchability: 1457
-y chemosterilants: sterilization: #73
Aedes aegypti

963
Lepidoptera:
1257
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[ radiacions, ionizing]

radiations, ionizing
in applied entormology: 1769
radiation, natural ionizing
Drosophila melanogaster, develapment: 1374
reproductive potential:
1484
radio frequency electrical fields
grain beetles, lethal effects: 1783
Tenebrio malitor (£), abnormalities: APX.2
metabolism, Hes g7
radicactive contamination
Chironomus plumosus, chromesome abemrations;
14964
Chircnorius tentans, chromiosome abesrations:
1432-4
radioactivity, natoral
Drosophila melanogaster, development: 1374
radicecclogy
pond, trophic levels, insectss 529
radiography ¥
sged infestation, damage, x: 1742
radicisotope
programine of the TAEA: 1773
radioisotopes
agriculture, early applications: 29
and ionizing radialions in entomology:
bibliography: 1755
applications in entomology, survey: 1777
aguatic insects, aceumuolation ins 522
ecological and biclogical studies of agricultural
insectss 1775
enlomological research: 1767
« studies of endemic and trapical
diswases: 964
entomology: 43
- and tropleal medicine, in: 365
-, inz 1776
insecticides, residue determinations: 1735
labelling, Xenopsylla gerbilliz 546, 566
tropical medicine, imsect studies in: 238
radionuclide
insects, accumulation inz 77

radon-222
Drosophila melanogaster, sex-linked lethals:
1327
Ranatra linearis L, - Q.13
accummlation, F":\‘Jn, miSr. JDERU. 137‘:5‘ 1MCe:
10
rapeseed oil
toxaphene residues, o PR 5
rat

aldrin, metabolism, distribution and elimin-
ation of, e R
Azodrin, metabolism of, I"C. “2b: 700
Banol, hydrolysis products of, “g: 828
metabolism of, "C: 810, 811, 828
metabolism and persistence of, "Ct 827

% See also pnder "x-rays",
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[rat, menazon metabalism}

Baygon, hydrolysis products of, *‘C: 828
metabolism of, *C: 328
metabolism and persistence of, Y,
a1
BHC, distribution in tissues, '‘C: 6833
biopterin, metabolism: of, U a1p
bromophos;  absorption, distribution,
metabolism of, H, P 795
carbatyl, hydrolysis products of, *C: 828
metabolism in liver, *H; 835
metabolism of, 'C: 828, 832-3
metabolism and persistence of, ol
aer
1dCCla, metabolism oft 668
diet: CC2, metabolism, ''C; 603
chlorfenvinphos, metabelisi of, Yes 37
chlordane, metzbolism of, Ye: 8dd
DOT: (brain, liver, muscle) DDT binding to:
635
plasmocytosis, “*Aur 827
protéin metabolism {liver, cell-free
systemy, Y. g12
DDVP (ozally applied), absorption of, “'Ps 653
DFP, uptake (liver fractions), p: 892
uptake and toxicity, ¥P: 771
dieldrin, metabolism, distribution and elimina-
tion of, C: 646-7; Cl: 639
metabolism in DDT-treated-, ¥Cs
678
toxicity of, *Cl: 639
dihydroheptachlor, metabolism of, NC: 646
dimethylcarbamates, hrydrolysis ptoducts of,
“c. 828
metabolism of, 'C: 828
Dimetilan, metabolism of, “C: 828
Dipterex, detoxification: 1732
Dumban, metabolism of, ', %Cl; 1789
el ez
endrin, metabolism: 644
metabolisrm of, *C: 646
ethyl parathion, degradation bg; liver homo-
genates, “P:  TEB
fleas, pest transmission by: 561
heptachlor, metabelism of, Hea 648
HRS-1422, hydrolysis products of, 'C: 828
metabolism of, *C; 828
metabolism:and pemsistence of, “C:
821
Imidan, metabolism of, *C: 722
residues of, 9C: 722
Isolan, hydrelysis products of, e 828
metabolism of, PC: 828
metabolism and persistence of, "c: 827
malathion, metabolism in liver, '*C: 835
Matacil, hydrolysis products of, “C: 828
metabolism of, *C: 828
wmetabolisi and petsistence of, s
827
menazen, metabolism of, 'C: 703, 726



[ rat, Mesurol hydrolysis]

Mesurol, hydrolysis products of, 'C: 828
metabolism of, ¥C: 82%
metabolism and persistence of, MIZ::

B27
methylcarbamate, hydrolysis products of, “'¢:
328
metabolism of, "C: 828
methylcarbamates, metabolism and pemsistence
of, C1 827
methy! parathion, degradation of, ™ps 724-5
degradation by liver homo.
genates, ®p: 1788
methyl paracxon, degradation by liver homo-
genates, ¥p: 788
nicotine, metabolism of, “C: 864
parathion, metabolism, *p, ®s: 785
metabolism by liver microsories,
¥ 766
2p: 768
percutaneous absorption of, *py 723

phosphamidon metabolism in, ®p: 704

sarin: acetyleholinesterase (brain), “P: 731

SD 8447, metabolism, “p: 7oy

“C: Bad
toxieity, ¥p; 799

Sumithion, degradation of, ®p; 1725

degradation by liver homogenates,

¥py 788
telodrin, metabolism of, ''C: 846

Temik, metabolism of, "‘C: 803, 826
Be, o808
residues of, YC: 828
thiotepa, distribution of, *p: 880
triphenyltin, metabolism of, ''sn; 83y
Tropital-methylene, metabolism ofs 894
117 10854, hydrolysis products of, C; 828
metabolism of, "C: 828
metabolistn and pemsistence of, *C3
827
Zectran, hydrolysis produets of, ¥Cr 828
metabolism of, Y asze
metabolism and persistence of, *'Cs
B27
X/ apitonin (royal jelly, Yyophilized); radiation
protection: 1724
rat (liver microsomes)
Baygen, metabolism of, “C: 838
Banol, metabolism of, *Cs 830
Carbaryl, metabolism of, *C: 839
Dimetilan, metabolism of, "'C: 839
HRS-1422, metabolism of, "*C; 839
lsolan, metabolism of, cC: 839
Matactl, metabolism of, “C: 839
Mesurol, metabolism of, ;839
UC 10854, metabolism of, *C: 839
Zectran, metabolism of, '"Cy 839
REE

B0 kvp, 20 lvp, D25
Elasinopalpus lignosellus (e} 1277

{ Rhyacionfa bucliana]

RBE. (X Y11, )7 Drosophila, sex-linked
140 kvp, €5 recesive lethals: 1272
{x,n}t Drosophila melanogaster: 937
(x.nf): Drosophita melanogaster (pre- and post-
meiotic gerin cells),
mutagenic effects: 949
sex-linked
tecessive lethale:
1186
translocations:
1186
ix, n. Mev)= Drosophila: 1237

¥z silkworm, mosaics: 1271
visible recessive egg
colonr mutations;
1371
(P20 ey, Peoo Mev, ¥ Drosophila melano-
' gaster: 1223
red-legged grasshopper: see Melanoplus fetnur-
rubrom

S L PRy

repellents see insect repelient
residue
pesticide-, removal by washing, ®5: 884
restdueg®
insecticide~, r.i.: 577
tissues, determination in, *¥Clr 1452
residues, terminal
catbamates, r.i,¢ 819
resilin
Schistocerca gregariz, synthesis by, “C: 139
resistance
maize to Ostrinfa nubflalis, *Cr 03
respirometer
radiometrie, insects, i 1738
Reticulitermes flavipes (Kollar) - K,3
[Eastern subterranean terraite]
y 1 wood/plastie, resistance: 1715, 1721
Rhagoletis pomonella (Walsh) - X,35
{apple maggot)
Pseudomonas melophthora, symbiote oft 754
Rhodnivs prolixus {Stil) - Q.18
dispersal, **Ca; 705
labellting, ®Cor 705
Rhinocoris iracundus Pd, - .18
{water bugs)
5, biological half-life ofs 1728
*Bh, biotogical half-lifs off 1728
"1, biological half-life of: 1728
Rhyacia c-nigrum Linpaews - 1,28
Bsr, M1, e, distribution in (4,43 53
Rhyacionia buoliana (Schiffermfillery - U, 33
[ European pine shoot moth]
y ¢ spermatogenesisz 1332
sterilitys 1281
testiss 1322
-, tepa: sterility: 1281

* See under individual insecticides, and Table 2
{final celumnp).
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[Rhynchosciara}

Rhynchosciara - X.29/30
giant chromosomes, *H-actinomycin: 263
Rhynchosciara angelae - X.29/30
amino acid incorporation, larval development,
*Hp 913
DNA, metabolitm: and synthesis, larval develop-
ment, *H: 312-13
puffs, *H: 313
teplication {giant chromosomes), *H: 394
symnthesis (salivary gland chromosomes),
34
infection (protozoan): chromosomes (£), RNA
coating, "Hr 523
prateln synthesis, larval development, *H: 313
puffs, *H: 313
puffs, 'H; 312-13
RN A, metabolisny and synthesis, larval develop~
ment, *H: 305-8, 312-13
puffs, *H: 308, 313
Rhyzopertha deminica {Fabricius) - V.5
[lesser grain borer]
y 1 lethal effects: 1657, 1668
stage susceptibfiity: 1391

sterility: 1391, 1657, 1668
tibonuclease
-/ %+ Drosophila (spermatids, spermatozea):
1235
ribose-**C
Pieris brassicae; 224
ribose-1-"¢
Fierig brassicae (p), leneopterin bicsynthesis:
223

rice
sumithion, tesidves of, 2py 762
y s disinfestation: 1632, 1680-1
-, Pakistan; 1692
rice borer, Asiatic: see Chilo suppressaifs
rice pests
recommendations for studies: 1837
rice weevil: see Sitophilus oryzae
RNA
Acheta domesticus (gonads), *H: 481
toocyte), *H: 330
actinomycin Dt Bombyx mori (silk gland), *H:
329
grasshopper (neurcblast), *Ht
297
allatectorny: Periplaneta ameticana, synthesis
durlng ovarian development, *H:
349
aming acids, Musca domestica, oogenesis, e
92
Acheta domesticus, embtyogenesis,
He. 285
Antheraea polyphemus (post-emb), *H: 244
aphiolate: Muosca domestica (e): 887
Barathra brassicae {fat body, put, neurclemma,
etc,), 'Hr 8l2
Blattella germanica, *H; 358

768

[ ecdysons]

RNA, Bombyx mori (midgut), cytoplasmic-polyhedrosis
virus, *H: 358; (L) 351
{2)Xfat body}, infected with nuclear
polyhedrosis virus, *H: 352
(#)(tissues, varigus), infected with
nuclear polyhedrosis virus, *Hz
352
(silk gland), electron microscopy/
autoradfography, H: 841
cecropla. sytnhesit in injured-, SH: 243
Chironomus {giant chromosomes), "H: 263
(puffs), *H: 257
Chircnomus tentans (glant chromosomes), *He
284
puffs, *H: 308, 324
(salivary gland), *Hr 266
Chitonornus thurnmi (2 }{nucleolus), *H: 273
Mg**: Balbiani ring, M
T2
Chironomus thummi piger, synthesis during
puffing, *H: 2324
Chiroromus thumtni thummi, synthesis during
puffing, *H: 324
Chortophaga viridifasciata (emb) neuroblast),
Hr 274
spermatogenesis, .
252
chromosome coating, Rhynchosciara angelae
(2), protozoan-infected, "Hs 323
Chrysopa perla (oocyte), metabolism, *C: 280
cycloheximide; Chironomus tentans, *H: 256
Diptera (salivary gland), "H; 348
Drosophila, H: 859
spermatogenesis, H; 950
Drotophtla hyded (isolated salivary glands,
nuclei), *H: 328
(lampbrush Y-chromosome},
He 285
{salivary gland), *H: 237
Drosophila melanogaster (giant chromosomes),
'H: 239
(peimary cultures of
embryonic cells),
%p; 288
puff formation, *Hz
339
ttativary gland), effects
of spermidine on
syntheais; 264
Drosophila virilis (£3), *H: 277
(2 3, pp)salivary gland): 2T8;
in vitro, *H: 277
Dytiscus marginalis, cogenesis, H: 245
ecdysone: Drosophila hyded (£ )(puffs), *H: 115
nsect, s 217
metabolism, *H; 173
Musca domestica, synthests in, Yy
176



[ 5-fluoronracii]

5-fluorouracil; Mutea domestica (e): 885
Galleria mellonella, *H: 359
(ovaricle), 'Hr 330
Gryllus bimaculatus, oogenesis, “C: 265
Hyalophora cecropia (post-emb), Hr 244
(p}, synthesis, *H: 346
(pXwing), synthesis in, *Hz
356
(p)wing epidermis), *H:
as2
Leptinotarsa decemlineata (emb), 'H: 311
Locusta migratoria (oocyte chromosomes), Hz
301-2
Malacosoma, *M: 359
Musca domestica, Ju: 359
Oncopeltus fascistus (e), *Hr 157, 282
cogenesis, Acilius sulcatus, *H: 418
Apls mellifica, *He 147
Dytiseus marginalfs, *H: 418
Gryllus marginalis, "Hr 418
Locusta migratoria, Hy 417
Muzca domestica, FH: 417-8
Pterottichus niger, *H: 413
Philosatnia cynthia rictnl {fat body), ¥p. 348
Phormia regina (emb), 'H, Y“C, ¥p: 268
Rhynchoseiara (giant chromosemes), 263
Rhynchesciara angelae (£ ¥salivary gland), H:
305-6
larval development, *H:
313
(2), metabolism, *H:
312
puffs, 'H: 813
Samia cynthia (a), 'H; 255
(p), synthesiz, *H1 346
Samia cynthla ricini (post-emb), *H: 244
(£), moult cycle, *H; 296
Samis eynthia walkeri (post-emb), 7H: 244
Satumniid moths (pXtisues), “Ht 521
Sejara coprophlla (£ Xsalivary gland chromo-
somes), *H: 331
{nucleolar), puff formation,
*Hs 2T0
silkworm (¢ 5)sitk gland), ¥p: 299, 300
Stmulium, *H; 359
Smittia ( #)salivacy gland explantXnucleolus),
H, EM: 291
{oucleolar), Mo 342
Smittia parthenogenetica (£ )(2ilk gland),
nucleolar synthesis, "H: 3434
methylation, ¥ Ce 344
T3 puffs, Drosophila (salivary gland), 'H: 338
Tenebrio molitor (emb), *H: 311
¥ : Bombyx mori (&): 923

mRNA
Drosophila melanogaster (imaginal disks), *Hs
151

TRNA

Drosophila, *H, ®p: 16

[rye]

Drosophila melanogaster, *H: 350
Drosophila simulans, *H: a3s
1RNA
Deosophila melanogaster, °K, p: 335
Smittia parthenogenetica (nucleolus), H 345
RNA synthetase, phenylalanyl
flies, C: 267
insects, ¥ C: 267
roach, Madeira: see Leucophaea maderae
Recky Mountain wood tick: see Dermacentor
andersoni
Rogor-"P [P4.12]
appie, metabolism and residues in: 769
apricat, metabolism and residues in: 769
cherry, metabolism and residues in; T69
grapefruit, metabolism and residues in: 769
grapes, metabolism and residues inz: T&9
olive oil, tesidues ing 696
olives, metabolism and residues in: 789
peach, metabolism and residues jn: 763
tangerine, metabolism and residues in; 769
ronnel-®p [7G.8]
cattle, residues in: 748
cow {lactating), residues in: 748
meat, residues in; 758
milk, residnes in: T8
rotencne-*C [8.1]
binding characteristics in respiratory chain: 871
inhibition sites of amiytal and piericidin As 871
rotencne-6a-"C
respitatory chain, reaction sites ins 872
Ronmania
honey, radloactivity in: 508
moyal jelly
Apis mellifeca, development, Yoo 1ss
robidinm-86
biological half-life determination in bugs
(vadous): 1728
labelling, saliva, Aphis fahae: 482
ruelene-"1p [PC.18]
meat, residoes ing 758
milk, residues in; 758
rethenitm-108
Acheta domesticus: distribution and eliminations
515
turoover iny 536
Aeschna grandis, accomulation in; 62
arthroped food chaln: 507, 518
arthropods: mineral cycling {forest): 514
Dytiscus marginalis, accumulation in: 510
EDTA: Culex pipiens, accumulation coef-
ficient: 83
Hydrophilus piceus, accumulatien {n: 510
Notonecta glauca, accumuiation iny 510
Ranatra linearis, accumulation ins 510
Sympetrium depressiusculum, accumulation ins
510
ye
¥z disinfestation: 1840
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[ safrole]

3
safrole-Y¢ [A.T]
tynthesisi 896
saliva

Aphis fabze, ""Rb: 482
Elasmolomus sordidus (a), physiology and bio=
chemistry, “Cy 192
Eumecoput punctiventris (£ 5), physiology and
blochemistry, C; 192
polyphencl oxides, Hemiptera, biosynthesis in,
%o 193
salt-marh ecosystern
arthropod food chains, ®P; 525-6
Samia cynthia (Drury} - U,42
{ cynthia moth}
DNA synthesis (p), "H: 846
- rate (a), "H: 205
ecdysone: glucose metabolism (dpp). Ye: pe
injurys RNA, 'H: 243
intect hormones: glucose metabolism (dpp),
“cr s
(p) cytochrome C, biosynihesis of, 'C; 128
RNA synthesis (p), "H: 346
- rate (a), *H: 285
tryptic peptides, blosynthesis of, C: 128
Samia cynthia ricini (Drury)} - U.43
DNA synthesis, moult cycle (£}, *H: 256
hormones: RNA (post-emb, no-diapause-(p)),
3y 244
injury: RNA {post-emb, no-dizpause-{p)}, THz
244
RNA, (post-emb, no-diapause~(p)), H: 244
synthesis, moult cycle (2), *H: 296
Samia cynthia walkeri (Drury) - U, 43
hormones: RNA (post-emb), *H: 244
infury; RNA (post-emb), "H: ‘244
RMA {post-emb), 'H: 244
sandflies; see Lutzomyia longipalpis
Sarcophaga bullata - .29
[flesh fly]
amino-acid activating enzymes in, ®p: 113
neutral Hpid metabolism (£ }fat body), *C:
398
phosphotipid bioeynthesis (2 Xfat body), **C,
py an1
Sarcophaga peregrina (Robineau-Desyvoidy) ~ X,29
x 1 development {post-emb): 1382
DNA synthesis (p)r 1382
respiration (p}: 1315
stage susceptibility: 1382
sarcosine, methyl-*C: 615
sarin
synthests, #p: 772
sarin-®p
rat (brain}, acetylcholinesterase inhibition: 131
sarin-"'S: 904
Satumiid moths - U, 43
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[sclerctization]

RNA {p, aXfat body, htood cells, tracheal
epithelium), *H: 321
juvenfle hormones RNA {p)(abdomen without
thotacie glands), *H: 321
sawfly: see Acantholyda nemoralis
sawfly, Earopean spruce: see Dipiion hercyniae
jack-pine: see Neodiprion pratti
Virginia pine: see Neodiprion pratti
wheat stetn: see Cephus cinctus
scale, brown softy see Coccus hesperidem
Florida red: see Chrysomphalus aonidura
Scaphytopius acatzs - 0.8
{ leafhoppet]
food chain, ®p: 556
trophte transfer index, P: 558
Scarabaeidae - V,41
gy, 1813, 190g, accumulation and elimination
ofy 52
Schistocerca gregaria (Forsk) - H.3
Tdesert locust]
age: wing protein, Mor 18
cuticle, tyrosine incorporation into, “Hi 177
labelling, %Py 558
lipoproteins (haemolymph), during flight, "C;
385
phospholipids (haemolymph), 2p; 387
population estimates, 2Py 558
tesilin biosynthesis, C: 138
sulphury? fluoride, uptake (), ®s: 599, 600
®5r K-contractute (leg muscle): 47
x: (emb), chromosome aberrations: 938,
1001-3
o'meiosis, chiasma frequency: 981
DNA synthesis, *H: 981
¥t behaviour (canribalismys 1347
lethal effectss 1347; fe)r 1441
stage susceptibility: 1347
-/ Tz lethal effects (e)1 1441
Sciara coprophila (Lintnery - X.20
chromosomes (germ lire), elimination snd
differentiation, H: 15
DNA: replication (giant chromosomes), *Hz 294
salivary gland chromosomes (24}, *H:
271
{¢.p), *H
331
nueleopretein metabolistn (£ ¥salivary gland
chromosomés), *Hr 331
puffs, salivary gland chromosomes (£4), *Hz
271
RNA, (pucieolar), puff fermation, “Hi 270
(£ Ksalivary gland chromogomes), *H:331
scintillation counting, liquid -
*H-~ and “C-compounds, Periplanetz americana
{cuticle): 1738
sclerotin
structure, BC; 182
sclerctization
Mer 182



[ Seollopteryx]

Scoliopteryx
labelling (£}, ®p: 484
scorpion fly: see Panorpa communis
Seotia segetum (Schiff.) - U, 59
¥y, 19, 1y, body burdening 55
distribution in (2, g} 53
screw-worm fly: see Callitroga hominivorax
Cochliomyia hominivorax

SD 3562 (methoxy-"!C-labelled) (PA,5]
protein sorption, cholinesterase 1-50 values:
898
$h 7859-"C [PC. 161

protein sorption, cholinesterase I-50 values: 698
1,2-"*C-5D 8447
protein sorption, cholinesterase I-50 values: 698
SD 8447-YC [PC,17)
dog, metabolism in: &9d
rat, metabolism in: 684
SD 8447-%p
Helinthis zea, toxieity: 799
Macrosiphum pisi, toxicity: 799
Musca doinestica, toxicitys 799
rat, metabolism in: T9%
Sitophilus oryzae, toxicity: 708
Tetzanychus telarius, toxicity: 799
sD g129-Y¢ [PA,4)
protein sorption, cholinestergse 1-30 values: 698
5D $129-%p
cotton plant, distribution {n: 775
residues ing 775
systemic activity inx 775
teed
infestation detection, x: 1526, 1707
seeds
radiation disinfestation, USA: 1682
Selenophoms ellipeus - V.11
food chain, ®Pr 556
ttophic transfer index, ¥p: 556
Selenophoms palliatns -~ V.11
food cliain, ®P1 556
trophic transfer index, Py 556
semen
labelling, Bombyx morl, 2ps 440
Bombyx mox { ¢ reproductive system), distri-
bution and translocation, nP: 440
sepiapterine
Drosophila melanogaster, biosynthesis in, '4C;
183, 198
sericulture
atomic energy for improving, East Pakistan:
e
serine
Acantholyda nemorglis, *C: 135
3-"*C-serine
Acantholyda nemoralis, phospholipid choline
origin; 409
phosphalipid ethanol-
amine origin: 409

[ silkworm]

Carausius motosus, phospholipid choline origing
408
phospholipid ethanoiamine
origine 409
L-(3-"C) serine
Antheraea pernyis 206
Barmibyx mozi:s 206
Musca domestica (2 )fat body), incorporatien
into: 386-8
incorporation inta
phosphatides: 358
setatnex [A,3]
Musca domestica, DDT-resistance, '*C: 887
sesoxane [A.3]
=/DDT: Triatoma infestans (n), toxicity, 'C:
625
Sevin [X.56]
acetylcholinesterase inhibition, substrate and
dilntion effects on, '*C: 844
Sayin-YC
cotton plant, translocation and degradation ins
838
Prodenia litura, metabolism in; 823, 847
sex atio
SMT (theoreticaly; 1554
sheep
butacasb, residues of, °H, "C; 809
Famphur, absorption and metabolism of, *H:

2%
Shell Compound 4073-%p
meat, residues in; 758
milk, eesidues fn; T58
sigma virus
-/x: Drosophila meianogatter, developments
1254
silk gland *

thymidine metabolism in, *Hr 258-9
silkmoth, American: see Hyalophora cecropia
silkworm: - U.3

43

glycine synthesis, *C: 185

Iabelling, *p, ¥I; 1283

RNA synthesis (#5)silk gland), “P: 269, 300

o ¢ mutagenic effectsy 1283

n{l 4 Mev)(fmctlonated}: rqi?mis: 1p31

visible recesgives
(f ¥gonia): 1041
mutatiomss 1213
visible recessive egg colour
Dutations: 1271
visible recessives; 957
- ¥, y: mitosis: 1081
mutation frequescy (gonta): 1091
=, i visible recessive egg colour mutatfons;
1271

T4 mewy®

n(I 4 MeV)/ 5-BUDR: mutations; 1213

* See also section 1,2,8, and Bombyx merl,
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[ siikworm]

x: DNA, spermatogonia, H: 9§24
{e) maculae distribution: 1107
mutagenic effectsr 1283
mutations: 933
spermatogonia: 958
stage susceptibility (e): 1370
{2y logo
(spermatogonia):  §24
-, ¥z stage susceptibility (e); 1370
y: (c), silk improvement: 1708
germ cells {post-rneiotic): 975
gonias 1108
(£) 1088
lethal effects: 1708
- (spermatogonia)r 972
mosaics, visible recessive egg colour
mutations: 1271
mutations {spermatozoa, sperthatids): 1238
spermatogonia, dose-rate effect:s §72
stage susceptibility (e): 1370
(e, spermatogonia): 957
visible recessive egg colour mutationsy 1271
-/ metabolic inhibitors: stage susceptibility
(spermatogonia): 987
-/N: mptatiom (spermatozea, spermatids):
1238
radiation: {fractionated); 974
genetic effectss 1094
lethal effects and mutations; 956
{emb),
strain differences: 1388-9
mutagenic effects (gonia): 974
irradiated-(p) food: piglet development: 1718
silkworm {strain C 108)
y{acute): Gjaccumulation of primary
spermatogonia; 964
spermatogonia proliferation kinetics,
M 964
y(chronic): spermatogonia proliferation
kinetics, “H: 928
spermatogonia, lethal effects: 928
sitkworm, oak: see Antheraea pernyi
silver fish; see Lepisma saccharina
Sitnulium sp. - X.30
protein synthesis in, H: 350
RNA synthesis in, *H: 359
Sfrex spp. - W.23
(horntailsy
¥t quarantine control, titnberr 1668
Sitophilus otyzae (Linnaeus) - V.19
(rice weevil)
carbaryl, absorption and metabolism of, o)
815
S§D 8447, toxicity ofs 789
y: lethal effectss 1341,1426-7,1857, 1668;
{a): 1402
reproductive potentialy 1361
stage susceptibility: 1341,1344,1381,1684
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[Smirtia parthenogenetica)

stage susceptibility (#,p,a): 1381
sterilitys 1341, 1391, 1857
Sitophilus zeamais (Motschulsky) - V.19
¥ 3 survival rates 1481
-/humiditys survival rate: 1460-1
3 o-"H-sitostercl: 364
B-sitosterol
Manduca sexta, conversion inhibition, Y. 400
B-sitosterol~"H
Bombyx morf, convemion ing 377
Manduca sextaz 393
B=sitosterol-4C
Hyalophora cecropiz, sterol metabolism: 375
B-sitosterol-28, 29-14C
Locusta migratoria, utitization by: 360
S{tophilus granarius {Calandra granaria} (Linnaeus) -
[granary weevil] v,19
oviposition rate, x: 1751
Triticum aestivum, infestation detection {seed),
(), x1 1742
x ¢ life span: 1433, 1454
-/0z: lethal effects: 1433
life span; 1464
yi lethal effectsr 1449, 1857
life span: 1440
stage susceptibilitys 1344, 1657, 1684
sterility: 1657
-/ T: life span; 1247
Sitotroga cerealella (Olivier) - U.18
[ Angoumois grain moth}
behaviour, x; 1705-8
development, x: 1376, 1705
(¢, p) in corn kerneis, x: 1708
sorghum kernels, x:
1706
wheat kernels, x: 1706
infestation detection (grain, kerned, x: 1376
SMT, prospects: 1396
¥ {8} adult emergence: 1377
body weight: 1378
development: 1342, 1376; (e): 1377-8;
1396 (£): 1a77
disinfestation: 1342
life span: 1342; (a): 1376
{e) malformations: 1378
oviposition: 1396
reproductive potemial: 1376
stage susceptibility: 13767
{R,p,a) 1842
steritity: 1378, 13848
runour formation; 1376
{abdomen); 1377
smaller yellow ant: see Acanthomyops claviger
Smittia sp, - X.9
RNA synthesis (nucleclus)salivary gland
explants), *H, EM: 201
Smittia parthenogenetica - X.9
ENA. methylation (# }salivary gland).“C: 344



[Smittia parthenogenetica]

RNA, nucleolar- (£), “C: 542
nucleclar- (2)(silk gland), *H: 343
45-, (nucleolar) synthesis (2 )salivary
glandy, *Hr 844
RNA, nucleolus, 'H: 345

SMT

Aedes aegypt, prospects; 963
Americas, possible applications ing 1542
Anastrepha Judens, California-Arizona-Mexico
border; 1603
Anopheles pharpensiss Middle East, progress
report: 1544
UAR: 1600
{y): 1583-5, 1810-11
Anthonomtus grandiy: mating behavieurs 1572
papulation dynatnies
ratios (o's ) 1579
proposals for: 1553
Bruchus obtectus (y): 1877
Callitroga hominivorax {y}: 1588
Florida: 1588
Carpocapea pomonetlar 15868
Canada, trialsz 1605
(re 1620
Rew Zealand, prospacts:
1590
Ceratitis capitatar (y): 1545
(y) Auvstria, trials: 1594
Capris 1818
Central America: 1616-7
{y) 1559
Iarael, prospects: 1702
{¥): 1589, 1668
Middle East, progress report:
1544
Mcaragna: 1602
Panama; 1602
prajects, EURATOM-~ITAL;

1551
release ratios {y): 1354
UAR: 1500
Cochliomyia hominivorax, example: 1542
Florida: 1633
USA: 1615
{yhr 1586

computer simulation of theorys 1557
Culex fatigans, Ceylon, ptospectss 1607
Dacus cucurbftae, Rota Island; 1791
Dacos domalls, Guam= 1791
Dacus oleae, Greece: 1514
projects, EURATOM-ITAL: 1551
Dacus tryond, Australias 1587
Dernatobia hominis (y); 1546
Diatraea saccharalis (y}, Puerto Rico, prospectss
1158
Drosaphils melanogasters 1791
(y} USA, cage tests:
1813

[ sodinm-22]

SMT, economic aspectss 1533

exampies: 1541
fruit fHes: 1589
Haematobia Lrritans (y), field tests, USA: 1581
Heliothis armiger (y): 1577
IAEA-spansored projectss 1993
insect control: advances in, survey: 1574
- bys 42
introductory article: 1552
Leptinotarsa decemlineata {xy: 1577
Leucoptera coffeella (y): 1545
Locilia serfcata: 1569
Manduca sexta, proposals fors 1553
Melotontha melolontha {x, y), laberatory
experiments: 1582
Melolontha vulgaris: 1569
(small scale), Switzer-
land; 1581
(%}, (2), field trials,
Switzerland: 1580
mosquitoes: 1569
fooths, Canada: 1618
Musea domestica: 1589
new pefspectivesin insect control (general):
1573
Ornithodoros tholozani (y), ILrael: 1823
Paramyelois transitellaz 1589
Perkinsiella saccharicida, predators: 1575
{¥). Australiaz 1144
Fijiz 1124
prospects; 1144
pest control, co-ordinated technigues in; 1571
potertial role: 1531
predation, theoretical role of: 1568
ptedators, role of: 1575
principless 1539, 1541, 1553, 1739
Prodenia ltura, Egypt, prospects: 1143
progtess and prospects, species review 1967:
1559
review of projects; 1569
sex ratio, optimal {theoretical): 1554
Sitotroga cerealella, Thafland, prospects; 1396
theory: 15654, 1572

snails

DDT in, “C: 615

sncut beetle: see Apion sp.
social insects

food exchange in, r.i.s 1791

sodiutn palmitate-"*C

Lipid synthesis, Carausiue morosus {ovariole},
e 590
Galleria mellonella (follicular
vesicle): 351
{ovariole);
390

sodium-22

Aedes aegypti (£), Na flux: 82
Carausius morosus (nerve cord), ouabaing
Na efflux: 85
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[ sodium-22]

Chironamus thummi (salivary gland), nuclear
nptake: 7Tl
dieldrin: ion movement, Blattella germanica
{CNS): B3B
Periplaneta americana
(CHS): 638
Drosophila melanogaster, biclogical half-1ife
in: 485
effeets of injury on
feeding and humidity
reaction: 431
(a)., tumover in: 465
labelling, Haplodiplotis equestris {e, #): 487
Hylemya antiqua (£): 447
Periplageta americana {nerve cord), ouabaing
Na effluxs 85
sodium-24
DDT: Periplaneta americana (nerve membrane),
ion trangports 659
forest arthropods, biological half-life iny 533
haemolyraph, Periplaneta amercana: 70
[2-*C] anhydrous sodium acetate
Musca domestica {brain}, acetylcholine metaho~
lism: 463
sodium acetate-*H
Ercgophila melanogaster, puffing: 145
sodium: acetate-"
Anthonaomus grandis (£), fatty acid synthesfs:
1136: mmetabelic
" conversion: 1136
sodium acetate-"C,
Corcyra cephalonica, cholesterin metabolism:
392
sodjurn acetate-1-1%C
Calliphora erythrocephala, fatty acids: 361
Eleodes longicollls, p-benzoquinone biosynthesis:
180
sodium acetate-2-'4C
Anisomorpha buprestoides, cyclopentanoid
terpene biosynthesis: 388
sadivm fluoride
-/x: Drosophila (spermatids, spermatozoa): 1235
Drosophila melanogaster (spermatozoa),
mutagenic effscts: 1212
translocations: 1212
sodium (1-“(.‘.‘) glyoxylate
Periplaneta americana, uric acld metabolism in:
537
sodium pmpionate-l-uc
Eleodes Iongicollis, p-benzoquinone biosynthesiss

19
sodium pyruvate—z-“c
Phormia tegina {flight muscle), oxidation stimn-
laticn: 458

sodium (2-**C) urate
Periplaneta americana, utic acid metabolism in:

537
sall

chlorfenvinphos, sesidues in, *Ct 697
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[spider mites]

soil, DDT, biodegradation to DDD, “C: 632
distribution 1n, “*C: 616, 663
residues in, ¥Cs 849
diazinon, metabolism of, “C: 729, 730
persistence in: 728, 730
dieldrin, degradation by microorganisms in, Yey
L] 0]
dimethoate, movement of, ¥p; 731
Dumsban, metabolfsm of, "C: 790
lindane, decomposition of, ey 8oz
malathion, metabolism of, ™C: 757
Temik, fate of, r.i.z 824
metabolism of, 55; 816
Zinopho, metabolism of, *C: 729
persistence in: 728
s0il microorganism
Chloropropylate degradation, '*C: 864
sails
aldrin, absorption by, '*C: &1
diazinon, degradation by, *C: 749
soils, traplcal, submerged -
y-BHC degradation by, "' 655
persistence In, *C: 655
Soienopais molesta (Say) - W.l4
[thief ant]
habitat selection by queens, *'1: 490
Somatochlora flavomaculata - F.8
baemolymph circuiation (wing), *P: 482
0nic energy
insect control: APX,.4
sarhitol- ¢
Psyla pyticola (#,a), transfer to pear seedlings
by 108
sorghum kernels
Sitotroga cerealella (2, p), infestation detection,
x: 1708
Sonth Africa
irradiatos (y-), agriculturzl products
disinfestation; 1874
fruit, insect disinfestation; 1778
Southern armyworm: see Prodenia eridania
Southem cattle tick: see Boophilus microplus
Southern house mosquito: see Culex pipiens quingque-
fasclatus
soybean
y: disinfestation: 1876
space flight
fruit flies: 1179
-/ y: Drotophila, dominant lethals in: 1128
spermidine
Drosophila melancgaster, RNA synthesis, 4 264
Sphinx ligostri - U,48
protein synthesis (p), *C: 120
apices
neutron activation: methyl bromide residues:
1751
apider mite, two-spotted: see Tetranychus urticae
spider mites - Ac.14
cadiation; sterility: 1123



[spider, wolf]

spider, wolft see Lycosa punctualata
spiders, wolf; see Lycosidae
spiders - At,
1Moe metabolism of: 507
food chain, TPy 558
trophic transfer index, “p: 558

spinach
dimethoate, residues of, Roy 797-8
.i.; T
Spodoptera frugiperda (J,E. Smithy - U, 28
[fall armyworm]

teps, distribution in, *Cr 834
DNA (e) metabolism, M 884
pesistence in, ¥C: 879
stable fly: see Stomoxys caleitrans
Stenochetus mangiferae {Fabricint) - V.19
[mango seed weevill
y ! sterilization; 1686
Stenonerna fuscum {Clemens) - E.8
DDT, resistance to, *Ct 881
Stenonema interpunctatum (3ay) - E£.8
DDT, resfstance to, “C:; 831
sterile-male technique: see section 2.4,2.1, and SMT
sterility
y t Diatraea sgccharalls, icherited: 1157
sterilization
Callitroga hominivorax; 1568
chemosterilants, radiation: effectiveness of: 373
Glosaina sp.: 1568, 1712
hemelr Musca domestica: 878
hempa: Musca domestica, *C: 874, 877
{nsect contral: 1580
mosquito confrol: 1713
Nauphoeta cinerea {9): 1125
pest control, principles; 1565
population control: 1568
tepa: Musca domestica: 876
tobacco hornworm: 1545
tette fly: 1565
% ¢ Anthonomus grandis: 1268; (o): 1439
Chrysemela decemlineata: 1340
Drosophilar 1258
Drosophils melanogasters 844, 1139;
{o): 921, 1090; (F, ) 1140

Hypera postica: 1134

inects: 1134

Ocneria dispar (2); 1360

Pectinophora malvella; 1392

Phormia regina: 1431

Tribolium castaneum: 1350

Tribolium confusum: 1437

Tyrophagus dimidiatus: 1427
-,apholate: Anthonomus grandis: 1288
-, bisulfan; Anthonomus grandis; 1288
-, chetnosterilants: Anthonomus grandiss 1288
~y quindcrine mystard, azaserine: Doosophilas
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[sterilizasion}

yi Aedes aegyptl (p): 1472
Agrotis segetum {§,p): 1412
Amphimallon majalis: 1578
Anastrephz ludenss 1608
Anopheles pharacensiss 1595
Anthonomus grandis: 1141
Bombyx morl: 1279
Callitroga hominivorax: 1588
Callotobruchus chinensfs {p): 1444
Carpocapsa pomonella (a, <, §): 1606
(ppx 1805
Ceratitis capitata: 1120, 1354, 1595-8,
1598, 1666, 1698
-{px 1118
Cochliomyia hominivorax: 1570
Dacus cucurbitae: 1791
-{p)r 1392
Cacus docsalfss 1791
Dacus oleae (p)s 1154
Dacus tryoni (p): 1597
Dacus zonatus (p): 1592
Diatraea saccharaliss 1688
Dicladispa (Hispa) armigera: 1281
Diosophila melanogasters 1308, 1613,1791;
(F,or): 1140
Ephestia cautella: 1868
Fanniaz canfcularis:, 1373
Grapholitha molesta, cage fort 1740
{p,a) 1302
Haematobia frritans (p)s 1591
Heliothis virescens (p}r 1127, 1355
Hippelates pusio (p,a); 1471
Higpar 1117
Hylemya antiqua (p): 1366
Hyphantria cunea: 1333
imects; 1134, 1788
- () (fruitys 1778
Ips confusus (a); 1479
Lasicderma serricome: 1881, 1570
Leucoptera coffeella (p, a): 1131
Lymantria dispar {p): 1146
Mugca domesticas 1570; (p): 1233
Ocneria dispar (2): 1360
Omithodoros tholozanis 1622
Oryzaephiluy surinamensiss 1657
Perkinsiella saccharida (n): 1144
Phorbia brassicae; 1808
Phormia regina: 1431
Rbyacionia buoifanar 1261
Rhyzopertha dominica: 1391, 1657, 1868
Sitophilus granarius: 1857
Sitophilus ofyzae: 1341,1391,1657,16568
Sitotroga cerealella: 1342; (o, 7 1376
Sternochetus mangiferae; 1696
ticks 1287
Tribolivm castsneum= 1480, 1657,1868;
(a): 1428
Trdbolium confusume 1391, 1657
Trichoplusia of (a)1 1142
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[stetilization]

Trogoderma granarium; 1667, 1668
y. apholate: Drosophila melanogaster: 1308,

1813
-, chemostesilantss Aedes aegyptis 963
Cochlivmyia hominivorax:
1570

tasioderma sercicorne: 1570
Wuscs domestica; 1670
Hel; 1267
-,n; Ceratitis capitata; 1562
-, tepa: Rhyaclonia buolianaz 1281
~f GOyt Musca domestica (pjr 1233
-/Tr Bombyx moriz 1272
B insects: 1514
S-fluovouracils Musca domestica (ehr 885
radiations Aedes aegyptis 963
Habrobracon juglandis: 982
insects; 908, 1118,1252, 1564, 1587,
1516
Rev., with species tablez 1135
Lepidoptera; 1133, 1257
mallow moths 1123, 1774
spider mitess 1128
radiation, chemosterilants: {mects: 1252
Sternochetns mangiferae (Fabricius) - V.19
{mango seed weevil]
y: disinfestation: mangos 1650
lethal effects: 1850
sterility: 1850
steroid
hormone: see ecdysone
steroids
Anthenomus grandis (a}, storage and excretion;
a7l
DDT: birds, metsbolism in, *'C: 868
dieldrin; birds, metabolism in, '*C: 869
Eurycotis floridana, distribution in, *H, 'C: 383
steroid vtlization
Musca domestica (R), *C: 370
sterol ¥
Blattella germanica, metabaliem in, ‘Cr 398
Bembyx mori (p, Dp), metabolist in, 4C: 395
Manduce sexta, metabolism in, *H, *cr 299
metabolism in insecty, ¥C; 393
sterols
Bombyx mori, 'Hi 377 .
Eurycotis floridanas distribution in, “H, — C: 383
distribution and dynamic
state in, R, “Cr 382
function in, *H, 'y 282
Hyalophora cecropla, metamorphotis, Ko a5
insect-, biochemistry of, r.i,: 398
Musca domestica (e, £, p.a), utillzation by, 4Ct
468
Periplaneta americana, concenkration in: 383
stick insect: see Anisomorpha buprestoides
Carausiug ImoTosis

# Sme also cholesterol.
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[auerose-U-1c]

stink bug: see Eumecopus punctiventris
stink bug, two-spotted; see Perillus bioculatus
Stomoxys calcitrans (Linnaeus) - X, 18
[stable fly]
carbaryl, absorption and metabolism, Mer a5
DDT, metabolism in R- and 8-, “C: 677
fenthion, absorption ;f. %3 801
metgbolism of, ®5: 801
stone fliss - G,
food chains, fresh water, r.i.s 524
stored products
radiation disinfestation of: 1628, 16880, 1898
strontium-85
Coleoptera, distribution iny 54
Hymenoptera, distribution in: 54
insects, accurnvlation and elimination by: 50,
51, 55
metabolism and distributiony 53
imects, phytophagous-, accumulation and
eliminafion by: 52
Lepidoptera, distribution in: 54
Crtheptera, distribution ing 54
strontinm-89
labelling: Aedes aegyptis 1791
Culex pipiens quinquefasciatus; 1791
Prorophora confinnis; 1791
Schistocerca gregaria (leg muscle),
K=contracture in: 47
strontium=-20
artiropods; tmineral cycling {forest); 514
Chironomidae faquatie), fallout concentration
by: 528
Chironomus varus, uptake by; 68
Dytscus marginalis, accurnulation ing 510
EDTA: Culex piplens, accumulation
coefficient: 83
honey contamination (Roumania): 508
Hydrophilus piceus, accumulation in: 610
Netonecta glanca, accumutation fn: 510
Ranatra ¥inearis, accumulation in: 510
Sympetrium depressiuscnlum, accumulation ins
510
labelling, ticks (immature forms); 588
+"¥ planes, calibeation for insect irtadiations
1727
Sturneta tryoni - X, 35
[Queensiand fruit fly)
y: disinfestation: 1870
lethal effects: 1690; (e, R,p,a): 1670
gquarantine measure: 1870
stage susceptibllity: 3870
succinate-C
nicotine, bicsynthesic of; 862
sucrose-'4C
Antheraea sucalypt {culture), sucrote
utilization byy 99

suctose-U- g
Apis melifera, sugar utilization: 188



[sucrose, y-irradiated]

sucrose, y-irradiated
Drosophila melanogaster, sex-linked recessive
lethalsz 1222
sugar
absorption rate, Phormis regina {midgut), Yy
84

sugar-cane leathopper: see Pethinsiella saccharicida
sngars
insects, biochemistry of; Rev., r.i.: 109
tugar utilization
Antheraea eucalypti (culture), '"Cs 90
Apls mellifera, YC; 188
sulfoxide, diastereoisomers of, -''C
synthesis; 806
sulfuryl-*’s fluoride [F.4]
synthesis: 601
application to insect eggss 601
Schistocerca gregaria (&), uptake by: 599,800
Tenebrio motitor (e}, vptake by: 559, 600
sulphar-35
Insecticidess
Bayer 2017, metabolism and residues in cattle:
201
diazinon, residues in agricultural crops: 770
Dipterex, synthesis; 743
EDTA: Culex pipiens, accumnulation
coefficientr 83
fenthion, metabolism in blood-sucking arthro-
pods: 801

{See [A,4])

insecticide blochemistry: 1757

Ingecticide metabolism: 584

neurahor , Periplaneta americana: 163

malathion, synthesis: 743

parathion, accumutation in plants and insects:
202

metabolisms T8l
metabolizm in cockroach (fat body):
a8
Musca domestica: 767
Periplaneta americana:
76T
rabbit (liver micro-
somes): 768
rat; 785
(liver microsotnes);
766
pesticide residue, removal by washing: 624
phorate: 742
sulphuryl fluoride, uptake by insect eggs: 599,
600
Temiks BU6, B08, 813-14, 816
metebolism in cow (lzctating): 818
sulphone: BB
sulphoxide: 808

trichlorometaphos metabolism: 760
Inzects;

Aeschna grandis, accumulation in; 62
Bombyx mori, fibrein, methionine incorporation
into: 117

[telodrint4C)

Calpodes ethlius, endocuticle deposition: 419
dragonfly, haemolymph cireulation in; 433-5
Gryllus bimaculatus, cminine synthesis; 188
insect parasite, nutrition of: 536

Other Animals:

cattle, trichtorometaphos ing 760

milk, trichicrometaphos in: T80

mouse, trichlotometaphos in: 760

rabbit, trichtorometaphos in: 760

sulphur-37
sarin poisoning: 904
Sumfithien [PC.7]

cautiflower: 788
Chilo suppressalis, degradation by: 788
Petiplaneta amerfcana; 738
rat (liver homogenates): 788
Sumithion-2p
Bombyx mori (£5, midgut), degradation by: 725
mice, metabelism Int 734, 736
toxicity tor 738
Mugca domestica, R~ and 8-, metabolism ing
735
rat (Yver), degradation by: 726
tice, residuesiny 762
Xylotrupes dichotomus {£3), degradation by: 725
sunflower spittlebug: see Clastoptera xanthocephala
iweetpotato weevil: see Cylas formicarius
elegantulus
Switzeriand
SMT, Melolontha vulgaris; 1581
symbiotic bacteria
Petiplaneta americana (fat body), uric acid
metabolism, *C: 537
S$ympetmum danae ~ F.B
hasmolymph circulation (wing), ®P: 432
Sympetrum depressfusculum Sei. - F.8
n, *'5r, %Ry, *Cs, *Ce accumnlations
510
Sympetrum vulgatum - F.8
haemolymph cliculation {wing}, %py 4ag

T

tangerine
Rogor, metsholism snd residues in, “P; 769
TDE-C [D.2]
carrots, residues: B71
Tegeneria dethamti - Arl
silk, "H: 230
silk gland, new cytoplasmic compenent
(secreting cell), *H; 230
tetodrin-*C [C.10]
Aedes aegyptl, metabolism in: 648
Aspergillus niger, metabolism in: 646
mouse, metabolism in: 848
Penicillinm notatum, metabolism {n: 646
rat, metabolism in: 848
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[ Temik]

Temik (x.8]
-/x: flies {p, &), changes in susceptibility,
sexual differencess 1171
Musca domestica, toxicity: 1182
Temik-''C
Anthopomus grandis (2), metabelism iny 813
cotton plant, metabollsrn in: 838
Heliothis zea (£), metgholism in: 813
Musca domestica, metabolism in: 836
rat, metabolism in: B28
residues inr 826
Temik-*§
Anthonomus grandis, metabolism ins 804, 813,
814
cattle (lactating cow) metabolism in; §18
cotton, metabalisi iny 816
Heliothis vitescens, metabolistn ing 814
Heliothis zea, metabelism in: 813; ) 814
milk, residues in: 8038, 818
Migca domestics, metabolism in: 808, 814
rat, metabolism in: 208
$0il, metsbolism in: E18
Tamik-r, i. labelled
cotton plants, metabolism in: 834
sofl, metabolisrn in: 834
Tensbrio molitor (Linnaems) - V.48
[yellow mealworm]
actinomycin D1 nocleic acid metabolism, (m),
*4; 288
protein biosynthesjs, (m), " C:
288
B-alanine metabolism, ¥C: 144
DNA synthesis (emb), *H: 311
EM, scanning-, bristte: 1747
excretion, *Cr 455
fallouts stage susceptibilitys 1234
peristaltic movement: 1483
protein synthests {emb), *H: 311
proteins, “C: 144
RF treatment: (¢), abnormalities: APX,2
metabolism, *G: 167
RNA synthesis {emb), *Hs 311
sulfuryl fluoride, uptake (), Sz 559, 80D
tyrosine, metabolism of, *C: 218
8 : stage susceptibility: 1334
x 1 (emb) lethal effectss 1428
~/ visible light: (emb) lethnl effectss 1418
survival timey 1418
¥ : lethal eifects (£)r 1435
stage susceptibilitys 1334
radiations behaviours 1463
radiation profile: 1334
Tenodera atidifolia sinensis Saussvre - H.8
[Chinese mantid]
predator-prey system, '“'Csr 548
tent caterpillar; see Matacosoma naustria
tepa IR, 2}
-, ¥* Rhyacionia buoliana, sterilizaton: 1281
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[ Thiodar)

tepa-'ic
243
Anthonomus grandis, absorption by: 881

gonads: BAZ
metabolistn iny 881
reproductive potential: 882
turnover in; 382
Mugca domestica, metabolism in: 815
sterilizaton: 875
Porthetria dispar, metabolism in: 878
Spodoptera frugiperda, distribution in, “'C: 884
DNA (e), “C: 834
persistence ing 879
termite, Eastein subterranean: see Reticulitermes
flavipes
term{tes
enn: behaviour (orientation)r APX,%
terpene, cyclopentancid
Anisomorpha buprestoldes, bicsynthesis in, “C:
388
testis
DNA-containing body in cytoplasm, Drosophila
melanogaster, *Hs 202
Hippelates pusio (p, a}r 1471
x 1 Ceratitis capitata; 133§
Dacus cleae: 1335
Drosophila melanogasters 978
¥ s Ceratitis capitatas 1335
Cochliomyia hominivorax:s 927
Dacus oleaes 1335
Rhyacionia buolianas 1332
radiation: Anthonomus grandis: 1331
Pleris brassicee, glycogen content:
442
Tetranychus telaring - Ac, 14
SD 8447, foxicity of, ®p: 799
Tetranychus urticae Koch - Ac.I4
[ two-spotted spider mite]
amino acid requirements, C: 213
lasers APX,9
wave length (visible range}r Ingestion, p. 487
Tettigonis viridisima - H,&
radiation: behsviours 1483
Thafland
SMT, Sitotroga cerealella, prospects: 1396
Thaumetopoeidae - 1,48
Bar, 181, Cy, acourmylation and elimination
ofi 52
Thaumetopoea pityocampa (Schiff.) - U.48
805
a'5Sr. mi, m(:s. body burden fn; 55
distribution in (£): 53
Theobroma cacao Linnaeus
dimethoate, metabolism of, ®p: 717
translocation of, ®p: 717
thief ants see Solenopsis molesta
Thiodan rc.el
fish, metabolism i, “*C: 675
reaidues in, Ue: o5



[ Thiodan-“c]

Thiodan- "¢

autoradiolysic behaviour; 626
thiatepa [R.3]

Musca domestica (e}, nucleotide ratics, “er 387
thiotepa-”?

Musca domestica (e), RNA; 887
rat {ovary, pitultary), uptake by: 8§30
Thomasiniana ribis Mar. - X.§
vy 1 eradication: 1718
thoracic tiswre
Lucilia cuprina, fatty acid oxidation in, "*C:
368
thregnine-'*C
Bombyx mori (pXnon-cellular systern): 173
thulivrm
labelling, (forest} insects: 23
thymidine~*H
Acheta domesticus (gonads), DNA; 431
{oocytes), DNA; 283
Aedes negyptl (hindgut), DNA turnover in; 422
somatic reduction ing
422
Anthonorus grandis, DNA, spermatogenesis:
445
Apis mellifica, DNA, oogenesiss 147
Bombyx mort (£} at body and other tissues),
infected with nuclear poly-
hedrosis virus, DNA; 352
(midgut), DNA:s 353
(silk giand), DNA: 258-8, 319,
423-T: in vitror 438
Chironomus {giant chromosomes), DNA: 268
Chironomus tentans {giant chromosomes}, DNA:z
284
Chircnomus thummi {chromosomes), DNA; 293
Chorthippus longicornis, DNA, melosis: 1088
Chertophaga {neuroblast), DNA: 275
Chortophaga viridifaseiata (emb-neurobiast),
DNA: 274, 308
chromoraers organization, Chironomus tp.; 324
Diprion hercyniae, DNA synthesis: 240
Diptera (salivary gland), DNA: 347
Drosaphila, insemination stodies: 954
{3, ouclenli} DNA: 239
mutagenic effects on: 28, 950
(oocyte) replication in, DNA: 279
spermatagenesis, DNA; 950
tissue hyperplasiz, DNA; 304
transfer frotn o+ 9+ 1023
Drotophila hydeis (brain ganglion), polytene
nuclelf, DNA: 242
DNA (salivary giandy: 118
{lampbrush ¥ -chrompsome),
DNA; 285
larval cycle, DNA: 262
X-chromosome {f, 2}, repli-
cation: 241
Dyospphita melanogasters (giant chromosomes),
DNA: 339

[ thymidine- *H]

{polytene chromosomes): 287
{emb)(scmatic chromosomes),
DNA: 238
X-chromosorae (5, 7},
replication: %41
(R1) genetic effectss 292
sex~linked recessive
lethals; 33
{8 3¥salivary gland, tissze
culture), chromosoine
labelling, *Hs 439
labelling; 1%, 20-1
lethal effectss 28, 1429
{neuroblast), DNAs 278
{nurse cells), incorperation
in; 354
(ooplasm) DNAr 315
EM, DNA: 315
{ovary) DMA:r 313, 447
EM, DNA: 315
sperm transfer: 20-1
Drosophila virilis, DNA synthesisz 326-6
Ephestia : 248
(£}, abnormalities {wing): 2%
lethal effects; 29
mitotic activity: 249
Galleris mellonelia (haemocytes), diffezenti~
ation sequence: 1316
grasshopper (neurcblast), DNA: 307, 997
Hyalophora cecropia, DNA synthesiss 348;
{m): B38; (p): 269
karyotype: mosquitoes, comparative studys 318
Leptinotarss decemlineata (emb), DNAy 311
Megoura viciae (nurse cells of amphigonic and
parthenogenetic ovaces), DNA: 322
microbe infection: Acheta domesticus, chromo-
some breaks: 538
mosquitoes, comparative study, DNA: 318
Musca domestica, DNA (ovary): 176, 437
Oncopeltus fasciatus, (e), DNA; 282
(haemocyte), incorpora-
tion iny 430
Phormia regina (emb), DNA: 268
ptecinie growth factor - DNA: Drosophila,
tumonr induction: 303
replication; Chironomus sp., DNA: 324
Chironomus thurami (giant chroma-
somes), DNA: 294
Drosophila melanogaster (polytene
chromasomes), DNA: 327
Glyptotendipes barbipes (giant
chrotnosomes), DNA: 294
Rhynchosciara angelae (giant
chromosomes), DNA: 294
Sciara coprophila (giznt chrome-
somes), DNAr 294
Samia cynthia, (a), DNA: 205
DNA synthesis: 348
(2), DNA, moult cycle: 288
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[ thymidine-*H]

Sciara coprophila (chromesomes, germ line); 15
(2)(salivary gland chromo~
romes), DNA: 231
(£ 4)(salivary chromaosomes),
DN4A: 271
silkworm (spermatogonia), DNA; 924
Tenebrio molitor (erab), DNA: 312
Tipula olerscea (oogonia, oocytes), DNA; 310
tumour induction; Drosophila melanogaster (£):
ai
uv: Chortophaga viridifasclata (neuroblasts),
Incorporation into; 308
-.'H-deoxycytidine: Drasophila melanogaster
(2), tex-linked recessive lethals: 33
-+ ¥: Drosophile melanogaster, lethal effects:
1429
=/ y: Drosophila melanogaster, lethal effects:
lagg
=/ ylacute): silkworm spermatogonia, pralifer-
ation kinetics: 984
-/ y(chronic): silkworm spermatogonia, DNA
synthesiz:s 928
thymidine- "¢
Chironomus thummi (giant chromosomes), DNA
replication: 284
Gryllug bimaculatuz {e): 285
Phormia regina (emb), DNA: 268
Tribolium confusum, life cycle, DNA: 250
thymidine-2-'4C
Antheraea pesnyi, thymidine kinase in; 121
Eombyx mori {silk gland), DNA: 261
thymidine-*p
Drosophila melanogaster, sperm labelling: 20
transfer; 20
thymidine, methyl-"H
actnomycin D Bombyx meori {silk gland), DNA:
328
thymidine, x-ircadiated
Drogophila melanogaster, sex-linked recessive
lethalsy 1218
thymjne-uc
DDT: DNA synthesis, HeLa cells: 813
dieldrin; DNA synthesis, Hela cells: 813
thymine, methyl-**C: 615
Thyridopteryx ephemeraeformis (Haworth) - U,39
[evergreen bagworm]
¢s turnover, (mp 79
71 lethal effects (e, 2): 532
stage sensitivity: 532
tick, cattle: see Boophilus deeoloratus
Cayennes see Amblyomma americanum
lone star: see Amblycinma americanum
Pacific Coast: see Dermacentor accidentalis
Southern cattle: see Boophiius microplus
ticks
labelling, r.i.: 568
tin-113
triphenyitin, metabolism and residues: €39
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[ Trialeurodes vaporariorum]

Tinox-*p [PA.2]
metabolism and residnes (varions systemns)s 708
petietrating power (protective clothing): 707
tomato, metabalism iny 711
Tipola oleracea - X, 38
(a crane fly)
DNA body (oogonia, oocytes), H 310
tobacco budworm: see Heliothis virescens
tobacco harnworm: see Manduca sexta
Protoparce sexta
tobacco leaves
nicotine, stercspecific demethylation of; 880
tobacea wireworm: see Conoderus vespertinug
tomato
diazinon, metabollsm of, MC; ™0
residues of, 1y TT0
Tinox, metsbolism of, ¥p; 711
tornato fruitworm: see Heliothis zea
toxaphene [<.5]
rape, reinfestation, p: 508
boxapheue-—”Cl
synthesis, semi-micro- 3 640
hooey, residoes ini 641
tapeseed oil, residney in: 4§41
toyomyein
-/xs Drosophila melanogaster, sex-linked re-
cesggive lethalsy 1508
(1)-2-{“(:) trans-chrysanthemum-monocarbexylic

acid
pyrethrin 1, syothesiss 851
transpiration
imect-, *H: 454
transmutaton

Drogophila, radioisotope- ; 75
tree cricket: ses Oecanthins celerinictu
tree tter-2p
insects, feeding byr 553
trehalose
Antheraea eucalypti (culture), utilization by,
" g0
Bombyx mori, metabalism in, ¥Cy 93s
(1), synthesis In, "“C: 88
Hyalophora cecropia (fat body), synthesis in,
“c: 100-1
fnsects, MC: 86
Leucopises maderae, carbohydrate mobilizations
' 107
synthesis in, “C: 105
Meloloatha vulgars, '*C: 91
%1 Musca domestica (p): 1314
(1,1-%C) trehalose
Blaberus discoidalisy 95
Trislewredes vaporariomm {Westwood) - QQ.1
[greenhouze whitefly]
parathion, uptake, ®sr 802
residues after 24 h, ®5: 802
laser = APX,9



[ Triatoma infestans]

Triatoma infestans - Q.18
DDT: glucose incorporation into protein (24, 5),
"0
ghitathione tumover, “o; 163
NAD kinase induction, “C: 112
protein biosynthests, C: 110
toxic effects (n}), *C: 825
fron elimination, ¥Fe: 362
Tribolium sp, = V.48
insecticide pathway, 11 87
x ¢ mutagenic effects; 1172
stage smceptibility (2,p) 1389
=/DDT: 1172
fitnesss 1181
Sooty: 1411
¥+ populations (single and mixed species): 1286
Tribolium castanenm (Herbst) - V,48
[red flour beetle]
X1 eye colowr mutation: 1058
fitmess: 1301, 1410
1sthals: 1301, 1410
lethal affects; 1301, 1350, 1410
{py 1345
malformations (a); 1345
pathogen (bacterial toxins, protozoan in-
fection), susceplibility: 1183
quant{tative traits; 1487
reproductive potentizl:  1300-1, 1430
ttage smyceptibility: 1850
sterility: 1350
-/age; lethsl effects (p)r 1345
malformations (a): 1345
-/ Bacillus thuringiensly: 1ife tpang 1538
-/DDT3 lethal effects: 1410
reproductive potentials 1300
=/DMSO3 reproductive potentfal: 1455
viabilityr 1455
-/ magnetic fields/ T1 development: 1451
-/ protozoan disease: mortalitys 323 (= II/890)
-/T: reproductive potentials 1300
ys lethal effects: 1430, 1657, 1868
(e.%,p,a): 1428
stage susceptibility: 1430
(e, 2, p2); 1428
sterility; 1420, 1657, 1668
{a): 1428
n: (a) reproductive potentialy 1298
Tribolivtn confusum (Duval) « V.46
[confused flour beetle]
developmental stages (e, £, p, ), EM-gcanning:
1748
DNA, throughout life cycle, “C: 250
mosoamine oxidase in, C: 129
x: {pXwing) abnermality: 1398
development:  1348-9, 1351
Iethal effectss 1301,1349, 1410, 1435, 1437,
1458
life span (a): 1348, 1351
longevity: 1348

[ wichlorphon-*2p)

x, pathogen (bacterial toxins, protozoan
infection susceptibility: 1163
reproductive potential: 1300-1, 1410
stage susceptibility: 1435 (e, 2,a): 1437
sterility; 1435; (e,a): 143%
-/age: stage susceptibility (a)e 1348
-/ Adelina tribolii: mortalitys 2322 (= I1I/890)
~/Bacillut thuringiensis: life span: 1538
«/DDTs: lethal effects: 1301, 1410
reproductive potentfal: 1301, 1410
~/Gs {p), development: 1398
-/ halogenated muicleasidess lethal effects; 1458
= pyrirnidines; lethal effects; 1458
-/ piotozoan disease: mortality: 328 (= 111/ B80)
=fTs {p), wing abnotrnality: 1398
-/T: reptoductive potentialy 1300
-/5-bromouracils lethal effects: 1458
-/5-lodouracil: lethal effects: 1458
y1 development: 1440
letha) effects: 1440, 1857
(E,a) 1438
(pl. wing abnormality: 13p8
reproductive potential (a, ): 1319
stage susceptibility: 1351, 144
steriMty; 1291, 1857
radlation: stage susceptibility: 1352, 1536
stereoscoplc scanndng, EM: 1741
tribuphon
cattte, metabolism and residuess 708
trictilorofon [PA.1]
metabolism and residues: 708
trichlorfon-"p (PA.1]
bilood, residues in: TRE
cattle, (biood), residues in; 784
metabolisr and residues in; 786
percutaneous resorption by: 713, 184
udder, resorption by 706, 787
chewing insects, degradation bys ¥p: 738
insects, ahsorpHon and metabolism ing 701
milk, degradation iny 709
excretions 708
regidues in: 784, 786
pig {biood), residues ing 785
pork, residues in: 785
sucking insects, degradation by: ¥p; 739
trichlorometaphos
catfle, metabolism, ¥p, ¥3: 760
mice, 5.¢. penefration, metabolism, ‘”P. S 5
780
milk, metabokism, ®p, ®5; T80
rabbit, metabolism, *p, ®si 780
trichlorphon [Pa,1]
rmetabolism, Rev,, r.i.: %10
trichlorphon-"H
synthesis via *H-chloral; 618
trichlorphon-¥p
appless 715
cattle (lactating cow): T15
plumss 715
wheatr 715
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[3, 5. 6-trichioro=2-pyridinol-*C]

3, 5, B~trichloro=2-pyridinol- 4
plants, sorption, tramtlocation and metabolism
iny 793
8,5, 6-trichloro~ 2~ pyridinol-*Ci
piants, sorption, transtocation and metabolism
in: 793
Trichoderma viride
Chloropropylate degradation, “C: 664
Trichograrma
radiations Diatraea :accharalis {p), parasitism
in: 1159
Trichoplusia o (Hilbner) - U.23
[cabbage looper]
hempa, metabolism in (£5), *C: 889
71 {a) sterlity: 1142
radiation resistance, cytogenetic basis of; 926
triethylenemelamine
-, x, phenylalanine (mustard derivative):
Drogophila, mutagenic sffects; 1260
triglycerides®
Locusta migratoria (fat body), *C: 404
Periplaneta americana (fat body), release from,
“ar 420
Trigonophora meticulosa Linnaeus - U.29
g5, M1, 1MCs, distribution in (a)s 53
Trigonotylus sp, - @.8/9
salt-marsh ecosystem, foud chain in, %p, 525
tdmedlure
Ceratitis capitata, fly-releare monitoring: 1801
Triphaena pronuba Linnaeus - U.28
®sr, ', ' Cs, body burden inz 55
distributon In(£,a); 53
triphenyltin-"'?$n {R.5]
guinea plg, metaboliam iny 839
rat, metabolism iny 63%
Triplecttus rusticus - V.11
{ground beetle)
food chain, ®Pr 558
trophic transfer index, ®P: 556
sritiuem
insecticides, metabolisms 584
Trogoderma plabrum (Herbst) - V.20
[khapra beetle]
y: development: 1390
lethal effectsy 1390
mating competitiveness (): 1477
reproductive potentialy 1380
Trogodertna granarium Everts - V.20
[ khapra beetle)
Triticum aestivum, infestation detection {sesd),
{8), x: 1742
y: stage susceptibility: 1868
’ lethal effects: 1657, 1688

#  See also section 1.2,6.

#% Due to the bulk of pertinent references, these
have not been summarized here; the uge of *H 1s,
however, indicated for each relevant study throngh-
ecut the subject index.
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{ wmous]

y: quarantine control: 1656
steritityr 1657, 1668
radiation; lethal effects; 1462
-/ dlapause durationr radiosensitivitys 1462
Trogoderma versicolor - V.20
lagserz damage: APX.8
mortalitys APX.8
traphallaxis*
Apis mellifica, workem, "PAn; 492
Formica polyctena, '™An; 493
Kalotermes flavicollis, pteudoworken, "Iy 438
#p, ¥y 469
Vespa, faur 485
trophic transfer index
Ataneida, P; 556
Coleopter, Rp. 556
Diptera, ®p: 556
Hemiptera, ¥P: 556
Hotmoptera, 7py 558
Hymenoptera, p; 56
Lepidoptera, *p: 556
Orthoptera, ®p: 556
tropical rat mite: see Ornithonyssus {Liponystus)
bacoti
tropical warble fly: see Dermatobia hominivorax
tropital-methylene-'"C [4.2)
rat (bile, nrne), metabolism in: B94
Tryporyze incertulas - (.8
SMT, prospects: 1559
G- tryptamine
Trbolivm confusum, monoamine oxidate in:
129
tryptophan-r. i.
puffs, Drosophila buskifz 334
tryptophan-*H
Drosopitila hydel (giant chromasomes): 116
tryptophan-14C
ommachrome identification, gtasshopper {2}
185
L-tryptophan-"H
Calpodes ethlivs, endocaticle deposition: 419
DL-tryptophan-3-'%C: 615
Dk~ tryptophan {methylene-"1C)
salivary physiology of plant-bugs (Heteroptera)s

192
Elazmolomus sordfdus, incorporation into; 3193

Fumecopus punctiventris; incorporation into: 193
tsetse flys see Glogsina morsitam
Tuberolachnus salignus = QQ,2
[ willow aphid]
ganglia permesbility to fatty acids, 'C: 84
fuaternary ammoniom
cations, H: 84
tumour
pterinic growth factor/ DNA: Drosophils, *H:
303
K~phihalate/x: Drosophila, development ins
1173
* See alyo under individual species of sacial insects,



[ turnour]

¥ ¢ Sitotroga cerealella (£): 3214, 487
tumeur incidence
x ! Dmsophila melanogaster: 1174
tumour induction
*-leucine: Drosophila melanogaster (4): 31
*H~thymidine; Drosophila melanogaster (2 ):
3l
*H-vridfne: Drosophila melanogaster ¢2); 31
tungsten-187
crickets, metabolism in: 507
mitkweed bugs, metabolism ins 507
Tuthey
grain disinfestation, pilot plant: 16887
grain irradiation plant: 1843, 1645, 1852
two-spotted spider mite: see Tetranychus urticae
two-spotted stink bug: see Perfllus biocnlatus
Tyrophagus $p. = Ae.1
food web, broomsedge field, ®zn: 513
Tyrophagus dimnjdiatus (Hermann} - Ac,1
% ¢ lethal effeciss 1435, 1437
reproductive potential; 1435, 1437
stage susceptibility: 1437
radiation; stage susceptibility: 1352, 1335
Tyrophagus longius (Gerv.) {dimidiatus, auct.) -
Ac,1
v lethal effectsy 1436
tyrosine-H
Bombyx mod {{ }various timues), infected with
nuclear polyhedrosis virus, protein synthesiss
233
Calpodes ethlivs (£5, p)fat body), protein
metabolism: 140,187
Sciara coprophila (2 )(salivary gland), nucleo-
protein metsbolism: 331
tyrosine- '
Caliiphora, metabolism in: 215
Calliphora erythrocephala {2)(fat body), protein
synthesiss 205
Chrysopa petla (cocyte), incorporation into: 280
Locusta migratoria (cuticle), pigmentations 152
Lucilia cuprina (puparium), melznin synthesis:
1586
o=*C- DL-tyrosine
Diptera, sclerofization in; 182
L-tyrosine-'H
Calpades ethlius, endocuticle deposition: 419
Schistocerca gregaria (cuticle)s 177
L-tyrosine- ¢
Diptera, sclerotization {n, “c: 182
L-tyrosine-U-'%c
Eleodes longicollls, Pp-benzoguinone biosynthesisy
180
{U-C) tyiosine
Drotophila melanogaster, metabolism {n: 216
Tenebrio molitor, metabolism in: 216

[fH-uridine]
u

UAR: see United Arab Republic
(UG 10854)-"*c [x.12]
albumin: oxidative metabolism by Musca
domestica microsome- NADPH,
syster: 849
bean folfage, metabolism imy 203
plant, metabolism in; 828
Musca domestica, metabolism by NADPH -
requiring enzyme: 8§44
rat, metabolism and persistence ins 827
(liver microsomes), metabolism ing 338
UC 10854, carbonyl-“C-1abelled
bean foliage, metabolism in; 804
plant, pemsistent glucoside metabolites;
B30
rat, metabolism in: 828
hydrolysis products in: 828
United Arab Republic
SMT, Anopheles pharoensisz 1600
Ceratitis capitata; 1600
unmatched gipsy moth: see Ocneria dispar
uracil-*H
Musca domestica (ovary): 437
uranium mill waste
insect monitoring: 443
urethane
-/x; Drosophila melanogastez (<}, chromo-
some logss 1208
urie acid
Periplaneta americana:s excretion by, “C: 413
{fat body), metabolism
in, "c: 837
uric acid-*C
Periplaneta americana (a, ¥), preferential oxi-
dation of ureide carbon 21 412
nric acid-2-14C
Antfionomus grandis, N-metabolism: 414
*H-uridine
actinomyein D: RNA. Drosophila hydei
(salivary pland): 237
Tenebric molitor, (m})s
288
Acheta domesticus (gonads), RNA: 431

{oocyte), BNA: 283
Antheraea polyphemus, RNA: 244

Apis mellifica, cogenesis, RNAs 147
Barathra brassicae, tissue contents, RNA: 214
Blattella germanica, RNA: 359
Bombyx morl; (£ Xfat body and other tissue),
infected with nuclear poly-
hedrosis virus, RNA: 352
{2 Xmidgut), infected with cyto-
plasmic polyhedrosis virus,
RNA: 351
RNA (midgut); 353
(silk gland): 236
Carabus, RNA; 418
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[*H~uridine]

Chironomus (giant chromosoines), ENA: 263
Chironomus tentans; {giant chromosomes), RNAs
284
RHA synthesis in: 256
(salivary gland, isolated
mclear constituents),
RNA: 286
-/Mg?*: Chironornus thummi: Batbiani ring,
RN4; T2
{# )(nucleolus),
RN A synthesis:
273
Chortophaga viridifasciata (emb-neuroblast),
DHA:; 274
Diptera (salivary gland), DNA: 247
Drosophila, DNAr 359
Droscphila hydei (isolated sallvary glands,
nuclet), DHAs 328
(lampbmsh Y-chromosome),
RNA: 285
(salivary gland), RNA; 237
Drosophila melanogaster: (imaginal dishs),
mitNAs 151
puffing: 145
(salivary gland), RNA:
264
tRNA: 350
tRMAs 355
Drosophila virilis (23, ppXsalivary gland), RNA:
277-8
ecdysone: RNA, Drosophila hydei (2), pufis:
115
RNA metabolism: 173, 317
Formlca polyctena, RNAs 416
Galleria mellonella, (ovariole), RNA: 230,359
grasshopper (neurobiast), RNA: 597
Hyalophora cecropla: 224, 348
- (p}, RNA (bleod): 243
- (pXwing epiderinis): 322,
3568
Leptinotarsa decemlineata (emb), RNA; 311
Locusta migratoria, DNA: 417
{oocyte chromosomes), RNA;
a01-2
(n3,4), RNA synthesis; 231
Malacozoma, RNA: 359
Malacosoina neustria, RNA: 416
Musca demestica, RNA: 178, 2359, 417
RNA, cogenesist 92
RNA {ovary): 437
Cocopeltus fasciatus (e), DNA; 282
oogenesis, Aciliua suicatus, DNA: 418
Dytiscus marginalis, DNA: 245, 418
Gryllus domesticus, RMA: 418
Musca domestica, RNA; 418
Pterostichns niger, RNA: 418
Phormia regina (emb), RNA: 268
puffing, Chironomus tentans: 324, 450
Drosophila buskii: 450
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[valine-1-'*C)

Rhynchosciara angelae, larval development,
RNA: 313; puffiz 313
{#) RNA metabolism?
305-6, 312
RN A-coating of chromosomes, Rhynchosciara
angeiae (§), protozoan-infected:
323
Samia cynthia (a), DNA: 295
(¢), moult eycle, DNA: 288
{p). RNA (blood): 243
RNA synthesis: 348
Samia cynthia riciniz 244
Samia cynthia walkeri; 244
Saturniid moths (p)tistues), RNA: 821
Sciata coprophila (£ )(salivary gland chromo-
somes), ENA: 531
ancleolar RNA: 270
Simulivm, DNA; 258
Smittia (# }silk gland¥nucleolus), RNA: 201,
343-4
Smittia parthencgenedca (nucleolus), tRNA:
345
Tenebric moliter {emb}, RNA: F11
tRNA (nucleclus) synthesis, Smittia partheno-
genetica: 345
tumour induction, RNA, Drosophila melano-
gaster {#); 3%
Vespa vulgaris, RNA: 418
urldine-1C
Chortophaga viridifasciata: 252
DDT: RNA synthesis, HeLa cells: 613
dieldrin: piotein synthesis, HeLa cells: 613
Locusta migratoria (n3,4), RNA synthesis: 251
Phormia regina (emb), RNA: 268
urtdine-5-"H
actinomycin D: RNA, Bombyx mori (silk gland):
329
uridine- ¢
tRNA, Drosophila melanogasters 335
USA
SMT, Cochliomyia hominivorax, eradication of:
1615
Drosophila melanogaster, cage test; 1813
USAEC
itradiators (various); 1658

v

1-Yc-valeric acid
Besiplaneta americana (abdominal nezve cord):
aT2
valine-*H
Chircnomus tentans, protein synthesis in; 256
Musca domestica, amine acids, cogenesis: 92
valine- "¢
Schistocerca gregaria (wing). proteiny 158
valine-1-"C
Hyalophora cecropia {dpp), protein synthesis:
225



[ valine-1-*C]

Lotus: 5u2
{u-"c] valine
Calliphora erythrocephala {£)(fat body),in-vitro-
fncorporation
in protein: 203

protein synthesis; 205

({haemolymph),
protein synthesis:
204
vamidothion-"P [Fa, 101
insects, metabolism {n, in vitro and in vivos
63
mouse, metabolism in, in vitra and in vivo:
763
Pariplaneta americana (fat body, gut, muscle),
metabolistn ing 763
plants, metabelism in, in vitro and in vivos 763
vectors
genetics and cytogenetics oft 914
vegetables
y: disinfestations 1674
vegetables, packed
radiation, disinfestation: 3891
Vespa -~ W.29
trophallaxis, '*Auz 485
Vespa vulgaris Linnaeus - W,29
proteins (ovary), Y. 418
RNA (ovary), “H: 416
Vikane: see sulfuryl fluoride
viros
plant-, insect-transmitted, ‘*C; 739
wirus, animal-, arthrepod-bome
y+ variability: 1714
virus, beet westem yellows
Myzus persicae, uptake by, Zpy 45
vitus, cytoplasmic polyhedrosis
Bombyx miori { €)(midgut), RNA synthesis, 3y,
351
virns, equihe encephalomyelitiss 1160
virus, nuclear polyhedrosis: see muclear polyhedrosis

vims
virus, sigmaz see sigma virus
W
walouts
neutron activation: methyl bromide residuess
1731

warble grubs see Hypoderma bovis
wasps - W,

food chain, ¥p: 556

trophiec transfer index, 2P: 556
watet

diazinon tramslocation. “C: 761

parathion translocation, ®ss 76l
water-*H

Aphis fabae, transpiration: 454

[ wood moth}

*H,0 Boophiles microplus, elimination via salivary
excretion; 369
Oncopeltus fasclatus, transpiration: 464
water boatmen; see Corixa punctata
water bug, gianty see Hydrocyrins columbiae
Lethocerus cordofanus
waterfowl, wild
DDT, metabolism, storage and excretion of,
®cu 620
water strider: see Gerris lacustris
weevil, alfalfa: see Hypera postica
beans =ee Acanthoscélides obiectus
Bruchus obtectus
bollz see Anthonomus grandis
granarys see Sitophilia granarius
mango seed: see Stemochetus mangiferae
rices see Sitophilus oryzae
sweetpotator see Cylas formicarius
elegantuius
welght
y: () 5itotroga cerealetla, In adult: 1378
western pine beetle: see Dendroctonus brevicomis
wheat
butonate, metabolism of, Rp, 715
residues of, Pp; 715
fientron activation: methyl bromide residues:
1731
trichlorphon, *p; 715
et disinfestation; 1547, 1644
¥ 1 disinfestation: 1547, 1821, 1840, 1665
(5) infesting species, lethal effects: 1698
longevity: 1659

repraductive potentialy
1698
radiation disinfestations 1655
wheat flour
y: disinfestation: 1825, 1641
wheat grain

dizzinon, sbsorption, meiabolism and per~
sistence in, *C: 744
wheat hernels
Sitotroga cerealella (%, p), infestation detec-
tion, x: 1706
wheat products
e disinfastation: 1644
neutron activation: methyl bromide residues:

1731
wheat-stem=-gall mosquitor see Haplodiplosis

equestris

willow aphid: see Tuberolachnus salignus
willow leaf beetle: see Chrysomela knabi
wireworm, prairie grains see Ctenicera destructor
wolf spiders: see Lycosidae
wood

y: protein value for Hylotrupes bajulus (£ }:

1293

decimetric waves: disinfestation; APY,1

wood moth: mee Zeuzera aesculi
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{ wood/plastic]

wood/ plastic
y: degree of subsequent termite attacks 1721
wool
dieldrin, absorption of, r.f.: 889
fastness properties in, r.i.; 689

X

xanthine-'*C
Drosophila melanogasters 159, 180
xanthine-2- '
Pieris brassicae, bicsynthesiss 218
lencopterin biosynthesis: 223
purine synthesisy 223

xanthopterin- ¢
pteridine interconversions, Collas eurythemes
234
xanthopterin-8a-4c

Ooecopeltus fasclatus: 149
Xenopsylla gerbilli (Rothschild) - 1.2
[orfental rat flez]
ectoparasitic contacts, gerbil colonies, r.i.s
566
epizootic spread, r.i,: 567
getbil ecology, r.i.: 548
x-1ays
Aedes aegypti, cyiogenetic effectss 925
growth rate f#): 1488
longevity: 1488
stage susceptibility {e, £1, p, a):
ldag
viability {e): 1485
Amblyomma americanum, engorgementy 1297
reproductive po=
tential: 1297
Anagasta kithniella, (R) 1258; parasitized:
1288
Anopheles maculipennis atroparvus (14), letha?
effectss 1364
reproductive
potential {ak
1364
Anopheles quadrimaculatus, morphological
markers; 820
Anthonomus grandis, lethal effects (¢, p, a)
820
sterilizations 820, 1288
Apis mellifica, (£), spermatogenesis: 1294
Alabera fusca, {midgut}: 1328-9
Botnbyx mori: 1287
{e): 1083, 1450
{emb): 1400; anomalies: 1389
mutagenic and cell-killing effects,
compariton; 1092
visibles: 1092
Cerafitis capitata, {a), midgut epithelium: 1327
ovatys 1835
testisz 1335
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[x-tays]

x: Chelisoches motio, (a), midgut epithelium;
k3eT
Chilo suppressaliss 1385
hatchability (e): 1443
lethal effects (p}s 1442
chlorophoe susceptibility: Musca domesticas
1170
Chort]]ippus legans, spermatog i a7y
Chorthippus parallelus, spermatogenesiss 9§73
Chertophaga viridifasciata (neuroblasts),
chromesome aber-
rations: 1016
chirotnosome
stickiness: 1017
Chrotogonus Incertus  (spermatacytes}, chroma-
some aherrations; 103%
Chrysomela decemlineata (p), sterilization:
1340

crop-emptying: Phormia regina: 94
Dacus cucurbitae: development: 1393
Dacus oleae: ovary: 1335
testiny 1335
DDT susceptibility: Musca domestica: 1170
Dendroctonus brevicomis:s predation on: 1736
Devorgilla: recessive lethals, segregation of:
1104
Drosophila: 1855
aneuploid gametes: 1057
brood sensitivity patterms: 1033
chromesome aberzations: 851-2,
1023, 1027,1033,1220
(translocations): 1263
chromozome 11, isochromosomes;
§92
non-disjunction:
292
development geneticss 915
dicentric chromosomes: 1022
dominant lethals: 1128
dominant Mioute-bristle muta-
tHons: 1263
dorsal mesothoracic disks 1371
fe): 1083
genetic loads; 1498
Minutes (IV): 1260
mutagenic effectss 915,1087,
1280, 1269, 1283
(<) mutants {4+ 1312
mutations, genete risks 1071
recavery preferential: 1068
sex-Unked Iethalss 1085
recessive lethals; 3129,
1197, 1283
sex ratio; 854
single-hit effects: 1065
sperm, chromaosome aberrations
(exchanges):s 1008
(<) spean transfer; 93%



[x-rays]

Drosophiia,

apertmatocytes, crossover,
Poisson distribution,
analysis oft 1048
crossover (X-Y,
autogsonzal), simultaneous
measure of; 1050
spermatids, spermatozoa, radio-
sensitivity and recovery:
1234-8
spermatogenesist 950
point muta-
tHomst 1010
sex~-Hnked
lethals: 1098
spermatogoniar 959
spermatozoar 951
stage susceptibility:
910
sterilizationy 1256
stage susceptibility, oogenesisy
916
strain susceptibility, chromesome {(X-)
breaks: 1109
suppressor geness 1263
viabflity: 1085
vigibles { X-chromosome): 1061
yellow mesaic mutations 1083

Drowophila affinis; XC-otfr 1112
Drogophila ananassae: (o, p), chromasome

abercations (crossover):
1012
chromosome aberrations
(cTossover), {spermato=
cytesy: 1011: (sperm-
atogonla: 945

Drogophila birchils population fimess:s 1404
Drosophila hydei; (a,<), Antennapedia mutants

1130
(X, ®), non-disjunction: 1005

Drosopitila melanogaster: adult emergencer 1311

cell killing: 878
chromosotnal rearrangements,
fate in laboratory populations;
1518
genetic analysis of Iaboratory
populationss 1519
cheomosome aberzationns 921
991, 1028, 1139, 1228
(9): 1007
fatt-X, T clromosomes); 1018
{emb) developments 1028
{reciprocal translecations)s
1013-4
{spermatogorial crossover):
245
chromosome breaks: 1028
spermatogenesiss 1045
(<), chromosome loss: 1205-7
chromosome substitetiony 1420

[x-rays]

crossover: 1030; (9)r 1009
erassover mechanjsms,
(o, chromosomes): 1025
development: 1028, 1254;
{early emb); 1384
dominant lethals: 978, 1191:
(2 straing); 1151
(e, 2), empt effect: 1097
eye pigment variegation,
position effects 1323
fitness: 1500
genetic load; 1508
genetic load components: 1510
(genomes), genetic damage
frequency: 1517
total genetic damage: 1516
{germ cells); 1009;(%): 937;
pre- and post-mefotic: 9§48
hatching fime: 1312
{0}, Insemination success and
genetic damage: 1321-2
(L +P» 2), (brown) spot
production: 111¢
lethal effects: 1095
- {e); 984, 1104
- {emb): 1395
lethals; 1084, 1401; (II):
1519; {(IV) and chromosome
sberrations: MIL/399
life spam; 1282
matute oocytes, autosormal
translocationsy 1040
mosaic patches, dumpy locus:
1078
mosaics: 989
mutagenic effectss 1085
mutation doge- frequency
telationt 1088
(=), mutation frequencies
in successlve sperm
ejaculates; 1105
mutation frequency: 1082
mutstion rates at specific
antosomal loci: 943
mutations, brood semsitivity,
polygene: 1032
nop-disjunction: 998;
(X3 999
(%), whole=body and fractiona?
mutationss 1074
oocyte chromosomes, frans-
locationsy 1043
oocytes, X-loss;r 1041
oocytes, tramslocations; 1042
oocyte, sperm: crossover
suppressing aberrations:
1034-5
(oacyte ), chiromosotne
aberrationsy 1221
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[#-~rays]

788

deminant lethals; 1221
sex-linked recessive lethats:
1221
oogenesis: 955
oogonia, oocytess 1188-9
ovary: 955
phenogenetics of fw locus;
1067
phenotypic variance: 1513
population density; 1481
dynamics; 1480,14%90
(pp), meiotic X-Y exchange,
non-disjunction: 986
primary spermatocytes, melotic
X-Y exchange and non-
disjunctions 983
radiosensitivity: 1419, 1420
recessive lethals: 1150, 1250-1,
1361; ra); 1082
tecovery phenomenon: 20
reproductive potential: (o), a):
102; (fecundity)s 1401;
(9 1311
reversion (white-ivory)s 1059
rosy mutants: xanthine
dehydrogenase: 113
selection in: 1495
selection (abdominal bristles)ys
1503
{bristle pumber);
1502
sex-iinked lethalsy 1152, 1239
sex-linked recessive lethals:
33,985, 984, 1089, 1075, 1139,
1191, 1226, 1508
dose dependence: 980
uanslocations: 1186
sex-linked recessives, spermato-
genesisz Ddd; (9, 9-d,
2Ly 1085
(") sex ratio: 2090
(2), somatc mosaics; 1110
(sperm chromoscmnres),
translocations: 1043
{sperm), comecutive matings,
Minutess 1078
{sperm), susceptibilitys 1106
spermatogenesiss 102, 1229
sex~linked recessive lethals:
221
stage susceptibility: 980,1248
spermatoponia; 1064
antosomal recessive lethals:
285
differential susceptibilitys
287
stage suscephibility,
{emb): 1395
(spermatozoa); 985

[ x-rays]

sterilization: 921, 944, 1090,
1139; {(F,e): 1140
stock susceptibility:s 917
strain susceptibility: 1278
suppressor-empt system: 1253
(a, '}, (testis}s 878
tramslocations: 984, 1040,
1152, 1190, 1191; (a): 1052
triplo-X-¢ incidence: 1044
tumoyr incidence; 1174
twin spofs (eye): 1330
viab{lity: 1485, 1498;
(e-3): 1510
(heterozygotes); 1083-4
mutgnis: 1262
visibles: 1073, 1139
white-crimson gene, wcp 1070
X-antosomal translocationss
1048
(X=) recombination: 1959
{X-) white locus; 1084
{Y, IV}, exchanges at teiosis
960
Y-suppressed lethals (autosome)s
1057
2 wild-type stocks: 1152
x/e.m,: 1185
=/N1 (e) lethal effectss 1194
T (0.2-0.3 Mev)} 208ONI,
oocytes:
1188
Drosophila psendoobscura: chromosomal poly-
morphism: 1047
(izogenic straing), inversions:

E1ik)
Drorophila serrata, fitnessy 1520

pepulation fitnesss 1404
Drasophila virilis, eye plgment variegation,
position effect: 1323
spermatogenesis; 952
e.m./x: Drosophila melanogaster: 1185
Eniernua minutus, lethal effectss 1693
Life span: 1693
stage suyceptibility: 1692
Ephestiz kuehniella, {p), somatic mutations:
1867
stage susceptibility: 1367
Epilachna varivestis, lethal effectss 1258
fties (p, a), insecticide suscaptbility, sexual
differences: 1171
four disinfestation; 1631
pests, stage susceptibility:s 1892
Galleriz mellonelia, abnormalitiess 1357
development: 1357
Gomphocerus maculatus, spermatogenesis: $73
grasshopper, development: 1386
(emb), dapause, morphological
changes, EM3 920



[ x-rays]

(neutoblast), chromosome structire,
EM: 996-7
mitasiss 936
respiration: 1388
spetmatogenesiss 1388
Gryllus domesticus (e}, cell- and mitotic
patternsy 066
Habrobracon, dominant lethals: 1120
genetic effects: 1150
mutationss 1182
(cocyte), susceptibility at
diakinesis: 968
cocyte susceptibility; 1182
oocytess 989
ovaricle; 941, &8
(=}, translocations; 988
=/space flight conditionst domi-
nant lethals: 1183
Habrobracon jugiandiss genetic variability: 1512
Habrokracon serinopae (a), life span: 1406
hexachlorzne susceptibility: Musca domesticas
1170
Hypera postica, sterilizations 1124
infestation detection: 1528
agticultural seeds: 1743
Lasioderma serricome:
1703
insect coptrol, applications in; Rey. @ 1543
detection: 1704
insects, dominant lethals: 1134
sterllization: 1134
Kalotermes flavicollis (&), lethal effectsy 579
radiosensitivity and
nucleus
differentiation:
974
K-phthalate/x¢ Drosophila, tumour develop—
ment: 1173
Leptinotarsa decemlineats (e}, deyelopments
1337
sterilization: 1577
life span, Drosophila melanogasters 1413;
triploid and dipleid 9: 1414
Drogophila cbscuta; 1415
Mecostethus grossus, spermatogenesis; 851
Megaselia scalaris, chromosotne recombinations
1018
Melanophila californica, habite (radiography):
1754
late larval mottality
(radiography): 1754
Melanoplus differentialic (e), development; 187
SH groups (emb):
197
Melolontha melolontha, sterilization: 1582
Mortneniella, dominant lethals; 1122
eye colour mutationss 1080, 1115
sex-linked recessives: 1129

[ x-rays]

Marmoniella vitripennis, (e); 1114
{sperm)z 1114
Musca domestica, BHC susceptibility: 1169
chlorephos susceptibflity:
1169
DDT susceptibility: 1162
development: 1380
(p) eclosion: 1422
lethal effects: 1380;
(e 1168
life span: 1421; (¥): 1381;
(py: 1422
linkage group - karotype
correlations 1048
longevityr 1380
senescences 1421
{p) s&x ratio: 1422
trapslocation analysiss 1113
trehalose content and
metabolism: 1314
wing retention: 1380, 1421
(o) 1381
{2} viabilityr 118%
Musea domestica nebulos (p) adult emergencer
1372
Nauphoeta cinerea (7), sterilization: 21125
Nemeritis canescens (£ ), behaviour: 1298
development; 1208
lethal effects: 561
life spam; 561
(£, p,a), stape suacepti-
bikity; 1298
Noctuidae, behaviour: 1476
nuclear polyhedrosis: pathogenesis, insects; 1185
Qcneria dispar (R), colour mutations 1360
development: 1380
pathogen susceptibility: 1380
sterilization: 1360
Omocestus viridulus, spermatogenesiss 973
Crnithonyssus bacoti, 1ife span; 1313
parasite susceptibility:
1313
Ostrinia nubilalis (£ 3/4), diffuse centromers
in: 934
Pectinephora malvellar development; 1392
lethal effects: 1392
malformation: 138%2
stage susceptibility (p):
1618
sterilization: 1392
Periplaneta americana, lethal effectss 1193
Philosamia cynthia, translocations {#): 983
Phormia regina, lethal effects; 1431
sterilization: 1431
Pieria brassicae, translocations(fy: 993
pine infestation detection, Dendroctonus brevi-
comisy 1738
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[x-rays]

Prodenia 1tura {p}, development: 1148
malformations (a): 1148
sterilization: 1148
SMT prospects, Egypt: 1148
radiography *: Microcerotermes edentatus,
intestinal tramsit in: 1743
» % s :  Elasmopalpus
90 kvp' 20 kVp 90s”)lignoseuus (e)e 1277
Sarcophaga peregrinar development (post-
embryonic); 1382
DNA synthesis (p)s 1382
{p) respiration: 1315
stage snsceptibility: 1382
Schistocerca gregaria; (emb), chromosome
gherrations: 538,
1001-3
o meiosis, chiasma
frequency:
881
DNA syn-
thesis, hs
981

RBE{x

seed {pfestation, detection oft 1707
senescence: Drosophils melanogaster: 1415
Drosophila subobscuras 1415
silkworm: chromosomme aberrationss 887
mutagenic effects on; 933, 17356
{spermatogonia): 934, 958
DN, H: 924
stage susceptibility: 987: (e)s 1107,
. 1370; () 1089
Sitophilus granarius, lethal effects; 1432
life span: 1433, 1454
oviposition rate, radic-
graptty: 1751
Sitotroga cerealella, infestation detection {grain
kemely: 1376
(£,p}, development in
cornt kemels, Xt
1705-6
radiography,
behaviour, x;
1705-6
sorguin kemels, X:
1706
wheat keronels, x3
1708
Tenebrio molitor; {emb), lethaleffactss 1418
Triboliums: 1411: (£2,p): 1289
Sooty: 1411
{a), lfe span: 1346
Tribolinm castanesm (a), reprodoctive
potential: 1300
{e,1.p, a), stage
sensitivity: 1350
eye colour matations 1056
lethal effectss 1301,13465,
1350, 1410

#* See also section 5.1.6.
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[x-rays]

melformations; 1345
pathogen susceptibility:
1163
quantitative traits: 1437
sterilization: 1350
reproductive potential;
1301, 2410
Tribolium confusum (&), lethal effectsy 1434
reproductive potential:
1300
development: 1351
lethal effects: 1301,1349,
1437,1410, 1435, 1458
life span (a): 1349, 1351
(p)y development: 1248-D
tife span; 1349
longevityz 1248
pathogen suzceptibility:
1183
stage susceptibility (e, 2, a):
1437
sterilization (e, a): 1437
wing abnormality: 1398
Tribolinm sp., mutegenic effects; 1i72
Tyrophagus dimidiatus, lethal effects; 1437
reproductive potential:
1437
stage susceptibilitys 1437
wheat disinfestations 1631
Zeuzera aesculiy behaviour; 1132
development; 1132
flight activity: 1132
lethal effectsy 1122
x, aging: Bombyx mori (emb): 1400
«, apholate: Anthonomus grandis, sterilizations
1268
-, bisulfan; Anthonomus grandis, sterilization:
1288
=, CB 1508: Drosophila, visibles (X-)z 1051
-, chemosterilants: Anthonomus grandis,
sterilization: 12688
-,EDTA: 4 strains of Drosophila melanogaster
{chromosornes), crossover:
1239
-,&¢ Drosophilas 12585
-, ethylenimine; Drosophila melanogaster, re-
' cesstve lethalss  1250-1
=, ethyl methanesulphonater Drosophila, dumpy
locus tnutations; 1265
-, formaldehyde: Drosophila, crossover: 1276
Drosophila melanogaster,
chromosome aberrations
1273
mosalcs: 1273
-, ¥¢ Drosophila melanogaster, sex-linked
recemive lethalss 38
Qcneriz dispar {2), colour mutation; 1380
development; 1360



[ x-rays]

X, ¥: Ocneria dispar (£}, pathogen suscepti-
bility: 1360
gterilization: 1380
silkworm (e): 1370
-, nitorycin C3 Habrobracon (oocyte, sperm),
mutagenic effects: 1274
v ¥t silkworm ¢(0), mutation fre-
quency (goniz): 1091
L Drosephila melanogaster {pre- and post-
meiotic germ cells): 849
-0 i :  Drosophila melanogaster
(0.2-0.3 MeV) {oogonia, oocytes)11188-9
=, nitroso compounds: Drosophila melanogaster,
mutagenic effectss 1284
t Drogophila (), II-,
recessive lethals: 1080
Drosophila melanogaster, II-,
tecessive lethals; 1081
-4 fuinacrine mustard, azaserines Drasophila,
sterilization: 1258
-, T: DProsophila, crossover recoverys 1285
-, triethylenemelamine, phenylalanine (mustard
derivative): 1260
-,"H: Drosophila meianogaster, visibles: 1073
{-,uv}/age: Tribolinm castaneum, lethal ef-
fectss 1345
malfor-
matiotiss
1345

"My Mev

“*Pis0o Mev)

s O3 Drosophila melanogaster (oogonia,
oocytes)s 1188
«/actinomyein D1 Drosophila (spermatids,
spermatozoa), suscepti-
bility and recovery; 1235
Drosophita, spermatogenesis:z
950
-/ AET: Drogophila (&), crossover: 1203
Drosophila melanogaster ('}, cross«
overs 1204
=/age; Bombyx meori (emb): 1400
Drosophila melanogaster, 1ife span;
1445
somatic crogs=
overs 1039
Tribolium castaneum, lethal effects:
1345
malformationss
1345
(a), stage suscepti-
biliey: 1346
-{air1 Drosophila, sex-linked recessive lethals;
1283
(spermatozoa) 951, 870,
1237
(spermatids); 1237
Drosophila melanogaster, chromasome
aberzationss 1228
femb), lethal effects;
1395

[®-rays]

stage susceptibilitys 1396
sex-linked lethals: 1229
spermatogenesis: 1229
SUPPTessar-emupt systeins
1253
tumonr Incidences 1174
x/ anoxias Drogophila, chromosome aberrationss
1220
sex-linked recessive
lethals; 1220
(spermatids, sperm-
&10z0a) susceptibility
and recovery: 1235
=/ Aphis mellifera venom: momse, lethal effects:
1723
resistances
1289
-/ apitonin (royal jelly, lyophitized): rat,
radiation protection: 1424
-/ Ar: Drosophila melanogaster, dominant
lethals: 1191
recessive
lethals: 1130
sex-linked
recessive
lethals: 1131
translacations;
1190-1
- ATP: Drosophila melanogaster {d),
chromagome loss:
1205, 1207
chromosome
aberrationsy
1208
-/ ATP/N; Drosophila melanogaster (<),
chromosome aberrations: 1208
=/ Bacillus thuringiensiss Triboliumn castaneum,
life span; 1538
pathogen suscepti-
bility: 1183.
Tribolium confusum,
life span: 1538
pathogen suscepti-
bility: 1163
-/Bdlt Drosophila, sex-linked recessive
lethals; 1197
-/BUdR; Drosophila melanogaster, sex-linked
recessive lethals: 1201
-/CO: Drosophila melanogaster, recessive
lethalss
1190
translocations:
1180
-/CO/time factor: Drosophila melanogaster,
stage susceptibility, spermatogenesis;
1246
-/ colehicines Drosophila melancgaster (<),
chromosome lossy 1208
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[ x~rays]

¥/ DDT: Tribolivm ap.: 1172
finess: 1161
(Sooty); 1411
Tribolium castaneun:, lethal effects:
12301, 1410
reproductive
patential;
1301, 1410
Tribolium confusum, lethal effects:
1301, 1410
reproductive
potential:
1301, 1410
-fdimethy] sulphoxide: mouse, lethal effects:
1)
-/ ecdysone; Drosophila melanogaster, lethaly:

1184
-/e,m.: Drosophils melznogaster: 1183

-/e,m,/T: Trbolivm castaneum, development:

1451
-/ ethylenimines Drosophila melancgaster, re-

cessive lethals: 1280-1
-/G: Ttibolium confusum, developrents 1398
-/ halogenated nucleosides; Tribolium con-
fusum, lethal effectss 1458
-/halogenated pyrimidines; Tribolium con~-
fusum, lethal effects: 1458
-/He: Drosophila, chremosome abetrations:
1g2¢
dominant lethals: 1027
oogenesis; 1027
sex=1inked recessive lethalss
1027
spermatogenesis; 1027
Drosophila melanogaster (germ cells)s
1099
{oocyte ),
chtomosome aberrationsy 1221
dominant lethals: 1221
sex-linked recessive lethals:

ig2l
-/ jodoacetamide; Dmsophila, spermatids,

spermatogoa, radiosensitivity and re-
covery: 1235
-/1ICR 100: Drosophila melanogaster, viability
routants; 12692
-/ modifying agents: Drosoptila, lethals; 1241
-/n: Drosophila (sperm), chromosome aber-
rations (exchanges): 1008
-in ¢ Drosophila melanogastet,
(12-14 MeV) chromoscmte breaks: 1026
-/N: Drosophila, recovery {spermatids, sperm-
atacytes): 1242, 1244
sex-linked recessive lethals:
1242, 12583
(spermatids); 1237
{spermatids, spermatozoa),
susceptibility and recovery:
1234-8
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[ x-tays]

sparmatogenesis: 950
{epennatozoa): 951, 870,
1237
Droscphila melanogaster, chromosome
aberrations:
1229
(emb), lethal
effectss 1895
stage
susceptibilitys
1395
tex-linked
lethalss 965,
1229
spexmato-~
genesis: 1229
{24-h-p) post-
irradiation
recovery
{spermatids):

124
Periplaneta americana, lethal effects:

1192
X/ N-ethylmalemide: Drosophila melanogaster,
radicsensitizations 1226
sex-linked recessive
lethals: 1228
-/NaF: Drosophila (spermatids, spermatozoa),
susceptibility and recovery: 1228
Drosophila melanogaster {spermatozoz),
mutagenic effectss 1212
-/NOt Drosophila melanogaster, recessive
lethalsy 1180
translecations:
1190
-/ WO/ time factor: Drosophila melanogaster,
stage susceptibility,
spermatogenesiss 1246
-/0: Drosophila, post-radiation recovery
(sperrnatids, spermatocytes):
1242, 1244
sex-linked recessive lethals;
1242, 1264
(spermatide, spermatozoa)
susceptibility and recovery:
1234-6
spermatogenesls; 950
spermatozoa, spermatids:
1237
Diosophiila melanogaster, dominant lethalss
110
(emb}, iethal effects:
1395
stage susceptibility:
1385
(germ cells): 870, 1098
life spans 1282
sex-~linked recessive
lethals: 965, 1191



(x-tays]

¥/0: D. melanogaster, tramslocationss 1191 .
suppressor-empt systems:
1253
tumour incidence; 1174
recovery (spermatids):
1243
Sitophilus granarius, life span: 14564
-/ O/ time factor: Drosophila melanogaster,
stage susceptibility, sperm-
atogenesis: 1246
-/ penicillin: Drosophila melanogaster, muta-
genic effects: 1085, 1227-8
-/ protozoa infection; Tribolium castanenrn,
radiosensitivity; 1163
«/RNase: Drosophila (spetmatids, spermatozoa),
recovery: 1235
-/sigma virus: Drosophila melanogaster, de-
velopment: 1254
-/ Tz Bombyx mar (e); 1450
Drosophila tnelanogaster, chromosome
aberrations: 1088
{¥%-y, dominant lethalss
1198
sex-linked recessive
lethals: 1198
{emb), lethal effects:
1385
-/ T(kighys Drosephila melanogaster (X-),
recombination: 1259
sex-linked recessives,
spermatogenesisz 944
Ephestia kuehniella {p), somatic mu-
tations: 1367
=/ T{low): Megaselia scalaris, chromosome
recombinations 101%
Triboliutn castansum (&), reproductive
potential: 1200
Tribolium confusum {a}), reproductive
potential: 1360
wing abnormality:
1398
-/ thymidine: Drosophila melanogaster, sex-
linked tecessive lethals: 1218
-/ toyomyein: Drosophila melanogaster, sex-
linked recessive lethals: 1508
-{urethane: Drosophila melanogaster {*),
clromosome loss: 1206
-/ visible iight: Tenebrip molitor (emb), lethal
effects: 1418
-/Hes Drosophila melanogaster, recessive
lethals; 1190
translocations:
1190
-/5-bramouracily Ttibollum confusum, lethal
effectss 1458
</ f-iodonracil: Tribolium confusum, lethal
effectss 1458
(250 kVp): Drosophila (o}, recessive lethals
(1fys 1080

[ zirconium-35]

Drosophila melancgaster, recessive
lethals (II); 1081
Xylotrupes dichotomus - V.41
methyl parathion, degradetion of, ®py 724-5
Sumithion, degradation of, ¥p: 725

Y
yeast
DDT, dechlorination, MC: 642
yellow fever mosquitor see Aedes aegypti
yolk
formaton, insects, r.i.: 228
yttrjum -9
EDTA: Culex pipiens, accumulation coef-
ficient: 83
Drosophila, reproductive potential: 952
Drosophila melanogaster, incorperation in
sperm; 74
metabolism: 74
mutagenic effects
(lethals}: 14

Z

Zectran-1'C {x.4]

bean fuliage, metabolism in: 803

plant, mietabolism in: 829
Musca domestica, metaholism by NADPH,-
requiring enzyme: B44
tat (liver microgomes), metabolism in: 839
metabolism and persistence in; 827

Zectran, carbonyl-"'C-labelled

bean foliage, metabolism in: BO4-5

plant, persistent glucoside metabolites: 830
rat, metabolism in: 928

hydrolysis products in: 828
Zectran, dimethylamino-C-labelled
bean foliage, metabolism: 805
Zectran, N-methyl-*H-labelled
bean foliage, metabolism fn; B0S
Zectran, N-methyl-4C-lsbelled
bean foliage, metaboliem in: BGS
Zeuzera aesculi - 1.7
[ wood moth]
% ¢ behavieur: 113%
development; 1132
fHght activity: 1132
lethal effects; 1132
zinc-85
arthroped food web, boomsedge field: 513
caddisfly (£ }, concentration in; 496
EDTA: Culex pipisns, accunmuliation coef-
ficient: 83
Zinophos-'C (FH.&]
diazinon, persistence in: 728
s0il, metabolism in: 729
Zinophos, persistence ing 728
zirconium-895
EDTA: Culex pipisns, accumulation
coefficientr 83
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APX1

APX2

APX3

6. APPENDIX

6.1, INSECT CONTROL BY RADIATION
(not necessarily ionizing)

{Some selected references)
6.1.1. Electromagnetic and Sonic Energy

Dyck, W. van LA DESTRUCTION D'INSECTES DANS LE BOIS PAR IRRADIATION DIRECTE AVEC
DE5 ONDES DECIMETRIQUES. (Destruction of insects in wood by direct irradiation with decimeric
waves.) Revue Agric., Brux. 1B, 7/8 (1965) 901-904.

La fréquence utilisée Erait 2425 MHz (longueurd'onde ~ 12,5 em) et le chauffage ne se produit pas
entre deux #lectrodes auxquelles on applique 1a tension b haote fréquence, mais par irradiation
directe. I1 a fallu se limiter & 120 watts de I'8metteur. Les insectes Btaient en pleine activité au
moment du traitement. Leur présence se maduisait par le rejet continn de vemoulure. Ce té-
moignage d'activité a cessé immédiatement dans le bois traité. I ne s"était pas encore renouvelé
apres 8 mofs alors que de nouvelles manifestations d'attaques sont perceptibles dans le méme im-
meuble sur e bois non waité. Les résuliats constatés sont encourageants. Le traitement n'exclut
pas toutefois 12 réinfestation des bolseries.

Kadourn® A.M., Ball, H.J., Nelson, S.0. MORPHCLOGICAL ABNORMALITIES RESULTING FROM
RADIOFREQUENCY TREATMENT OF LARVAE OF Tenebric molitor.  Ann.ent. Soc. Am. 60 (1967)
B89-852.

T.molitor Jarvae were exposed 1w two different RF  intensities at a frequency of 39 MHz. With the
electodes in contact with the top and botiom of the polystyrene holder, an electrode voltage of

3.6 kV was used for one experiment, and 0.9 kV was used for another. Adults developing from
arvas exposed at sublethal levels exhibited malformed and missing legs. The number of imaginat
legs was reduced as exposure time increased. The degree of leg malformacion increased when
treatment was administered again during the 6th instar. Similar treatments of Sth-instar larvae did
not Imtetfere with normal imaginal leg development. Deformiries most likely resnlted from heat
damage to the histoblasts that project into the legs of the Bth or least-instar larvae., (N5A 22:1948,
10847)

¥ For full initials, see APXS,

Kadoum:, A.M.A.A.G. EFFECTS OF RADIO-FREQUENCY ELECTRICAL FIELDS ON THE METABOLISM
OF THE YELLOW MEALWORM, Tenebrio mblitor (L.). Diss. Abstr- 27B, 8 (1987) 2543,

The purpose of this research was to explore some of the biochemical changes initiated in T.melitor (L.)
larvae by exposure to radio-frequency electric fields. T. molitor (L.} larvae were exposed o both
continuous and pulse-modulated BF electric fields. Centineous exposures were conducted at a frequency
of 39 mC{ wsing 8.5 kV for 5.5 sec, whereas the pulse-modulared trearments were made at the same
frequency at an energy level of 6.0 kV at the rate of 20 pps using a pulse width of 5 ms respectively.

BF treated larvae lost significantly more weight than the starved and control larvae during the 5 d
following RF exposure. The respiratory rates of RF treated larvae were significantly higher than the
rates for the conwrol insects. This increase in oxygen consumption in RF treated larvae persisted through-
out the ¢th day following RF treatment. The rate of incorporation of labelled amino aeids into

soluble protein was higher in RF treated insects as compared to control insects. An increase in

" COy expired following injection of labelled amino acids was noticed in RF treated larvae during the
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24-hperiod following treatment. T. molitor (L.} larvae tended to vold excess amino acids injected
into the haemoccel. The results of this work indicated that a mechantsm other than general internal
heaiing might be responsible for the death of irradiated insects. Death, it was concluded,
could result from a change in the nonmal metabolic activity of iradiated insects as well as physical
change in the waxy layer of the epicuticle. (From DA)

APX4 Nelsen, 8.0, ELECTROMAGNETIC AND SONIC ENERGY FOR INSECT CONTROL. Trans Amm. Soc.
agric.Engrs 8 (1966) 398-403.

Past accomplishments, current studies, and future possibilities for insect coniro! using elecrromnagnetic,
sonic, and ultrzsonic energy are reviewed. Referepces {134) are incleded. (MSA 21:1067, 34748)

APX5 See 1771 Pest control by physical means, (Catleton, W.M, et al,, 1986)
1783 New ways 1o control insects, (Melson, 5.0,, 1965}
1183 Physical methods of insect control, (Watters, F.L., 1965

APX6 Sece 1784 Elecrromagnetic energy. (Nelson, 5.0., 1967
1475 The responses of Drosophila melanogaster to weak electromagnertic fields. {Picton, H.D.,
1564)

APXT Vilenchik, M.M. FEFFETS MAGNETIQUES EN BIOLOGIE. Usp. sovrem. Biol. 63, 1{1967) 54~72.
(In Russian)

4 review paper dealing with the question whether the constant magnetic field represents a biologically
active factor. The problems covered are (1) orientation effects, (2) disturbances in the reflex activity of
animals {n the magnetic field, (3) magnewiropisms, (4) functional-morphological disturbances

observed in animals exposed to prolonged action of the magmetic field, (5 changes of radiation

effects due to the magnetic field, () inhibition in the growth of tumours by the magnetic field,

(7) and any genetic effects of the magnetic field. The great variety of bictogical objects discussed
included some insects: Drosophila melanogaster [under (1) and (7),] and termites, flies, grasshoppers,
and cockehafers [under (1}] .

6.1.2. Lasers

APXE Wilde, W.H.A. LASER FFFECTS ON TWO INSECTS. Can.Ent. 97, 1(1965) ge-92.

The effects of a laser of 1.5 min diameter were studied on Trogoderma versicolor and Periplaneta
americana. The damage and mortality observed are described.

APX® Wilde, W.H.A. LASER EFFECTS ON SOME PHYTOPHAGOUS ANTHROPODS AND THEIR HOSTS.
Amn. ent. Sec. Am. B0 (1967) 204-207,

Low-energy ruby laser pulses of 0.6 J/msec? produced degrees of damage relative to the caloured
pigmentation of certain arthropods and their plant hosts; the darker the pigmentation, the more
severe the damage. Structural shape and microdistance between atthroped life stages and host
surfaces were other factors affecting the degree of laser damage. Rounded surfaces reflected laser
pulses more than did elliptical or flat surfaces, even when colouration was similsr, Microdistances
appeared to serve as insulation against residual or reflected heat from lasered host-plant areas. Two
species of mites, Panonychus ulmi and Teranychus urticae; the greenhouse white fl-y. Trialeuredes
vaporariorum; the green peach aphid, Myzus persieae; and the pear paylia, Psylla pyricala, wete
used as test arthropeds. The host plants were pear seedlings, alfalfa, and rye grass {Bromus sp.).
(NSA 21;1967, 22760}

6.1.3. Booby Traps

APX10 Whitten, M.F., Morris, K.R.  "BOOBY-TRAPPING™ AS AN ALTERNATIVE TO STERILE MALES FOR
INSECT CONTROL. Mature, Lond. 218 (1967) 1136.

A system is proposed in which 4 resistant strain, available in the field or developed in the laboratory,
might be used against & susceptlble strain in the field. Some experiments have already been caried
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APX11

out with the Australian sheep blowfly, Lucilia cupring., Dieldrin-resistant females (which snrvived

0.5 pl of 2% dieldrin applied topically to the thorax) were expesed to a susceptible strain

{LD 50 < 0.005% dieldrin). Each female killed up to 100 males through comtact during attempted
matings. The male was less effective. — Resistant insects thus require mass rearing, sterilizatios,
loading with the appropriate insecticide and release among susceptible populations. Another

paossibility is to load insects with a non-lethal topical dose of a stable chemosterilant of & type to

have a steritizing effect on the carrier and on would-be mates. A low natural density would be
necessary; the adult stage should not be arrracted to humans, if highly toxic insecticides are employed;
behavioural characteristics should be such as to lead to frequent badily contact between individuals.

L. cuprina would fulfil these conditions.

6.2. INSECT REARING

6.2.1. Survey*

Smith, C.N. INSECT COLONIZATICN AND MASS PRODUCTION. "Insect Colonization and Mess
Productiop®. Smith, C.N., Ed. New York, Academic Press. 1966, 618 p.

Recent developments in entomological research have augmented the importance of insect colonies to
basic research and practical contral. Control methods now in use, or foreseen for the Fumure, such as
the release of sterile males, the extensive distribution of insect pathogens, the practical use of
pheromones, and the genetic manipniation of natural populations, will require the produetion of
millions of insects per week for the contool of certain economically important species. An actempt
has been made to bring together the most recent Information on method of rearing representative
species, with emphasis on the general principles of numrition and madagement that cao be appifed

o the colonization of other species as well, Chapters are largely self-contained. Some are concerned
with only 2 single species, selected to stand as an example of its taxonomic grovp, and to a lesser
extent of other insects with similar nutritional and environmeantal requirements. Other chapters
discuss rearing methods for entire groups of species that share common requirements. Extensive
bibliographiical materia] is given at the end of each chapter.

*  See Table 3,
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IAEA SALES AGENTS AND BOOKSELLERS

Orders for Agency publicationz can be placed with your bookselier or any of the addresses listed

belows:

ARGENTINA
Comisiio Nacional de
Energla At6mica
Avenida del Libertador 8250
Buencs Aires

AUSTRALIA
Hunter Publications
23 McKillop Street
Melbourne, C.1)

AUSTRIA
Publishing Section
Internatonal Atomic. Energy Agency
Karntner Ring 11
P,O. Box §90
A-1011 Vienna

BELGIUM
Office International
de Librairie
30, Avenue Marnix
Brussels 5

CANADA
Canadian Governinent Printing Buresau,
Intemational Publications Main Stores,
Room 2738, Second Floor,
Sacred Heart Boulevard,
Hull, Québec

C,5.5.R.
S,N.T.L,
Spolena 51
Nové Mesto
Prague 1

DENMARK
Ejnac Munksgaard Ltd.
6 Norregade
DEK-1165 Copenhagen K

FRANCE
Oifice International de
Documentition et Librairie
48, Rue Gay-Lussac
F-75 Paris 5e

GERMANY, Fed. Rep.
R. Oldenbourg Verlag
Regenheimer Strasse 145
D8 hunich B0

HUNGARY
Kultura
Humngarian Trading Company
for Books and Newspapers
P.O. Box 149
Budapest §2

ISRAEL
Heiliger & Co,
g, Nathan Strauss Str.
Jerusalem

ITALY
Agenzia Editoriale Commissionaria
AE LO,U.
Via Meravigli 16
1-20123 Milan

JAPAN
Maruzen Company, Led.
P, 0. Box 5050,
100-31 Tokye Intetnational

MEXICO
Librerfa Internacional, S.A.
Av, Sonora 206
México 11, D,F,

NETHERLANDS
Martinug Nijhoff N, V.
Lange Voorhout 9
P, 0O, Box 269
The Hague

PAKISTAN
Mirza Book Agency
£5, Shahrah Quaid-E-Azam
P.O. Box 729
Lahore - 3



POLAND U.5,8,R,

Ars Polona Mezhdunarodnaya Kniga
Centrala Handlu Zagranicznego Smolenskaya-Sennaya 32-34
Krakowskie Przedmiescie 7 Moscow G-200
Warsaw
K,
ROMANIA Her Majesty's Stationery Office
Cartimex . P.O. Box 569
3-5 13 Decembrie Straet London . E, 1
P.0, Box 154-135
Bucarest
U, 5, 4,
SFAIN UNIPUB, Inc,
Librerfa Bosch P.O. Box 433
Ronda Universidad 11 New York, N.Y. 10016
Barcelona - 7
SWEDEN YUGOSLAVIA
C.E. Fritzes Kungl. Hovbokhandel Jugoslovenska Knjiga
Fredsgatan 2 Terazije 27
Stockbolm 18 Belgrade

SWITZERLAND
Librairie Payor
Rue Grenus &
CH-1211 Geneva 11

TAEA Publications can also be purchased retail at the United Nations Bookshop ar United Natfons
Headquarters, New York, from the news-stand at the Agency's Headguarters, Vienna, and at most
conferences, symposia and seminars organized by the Agency.

In order te facilitate the distribution of its publications, the Agency is prepared to accept payment
in UNESCO coupons of in local currencies,

Orders and inquiries from countries not listed above may be sent tos

Publishing Section

International Atomic Energy Agency
Kdrnmer Ring 11

P,O. Box 530

A-1011 Vienna, Austria
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